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Abstract 

The production of platform chemicals from renewable energy sources is a crucial step towards a post-fossil economy. 
This study reports on the production of acetoin and 2,3-butanediol heterotrophically with fructose as substrate 
and autotrophically from  CO2 as carbon source,  H2 as electron donor and  O2 as electron acceptor with Cupriavidus 
necator. In a previous study, the strain was developed for the production of acetoin with high carbon efficiency. 
Acetoin can serve as a precursor for the synthesis of 2,3-butanediol by the integration of a butanediol dehydroge-
nase. In this study, different plasmid backbones and butanediol dehydrogenases were evaluated regarding efficiency 
for  CO2-based 2,3-butanediol production. The developed strain utilizes the pBBR1 plasmid bearing a 2,3-butanediol 
dehydrogenase from Enterobacter cloacae and is characterized by 2,3-butanediol as the main product and a hetero-
trophic total product yield of 88.11%, an autotrophic volumetric productivity of 39.45 mg  L−1  h−1, a total product 
carbon yield of 81.6%, an  H2 efficiency of 33.46%, and a specific productivity of 0.016 g product per gram of biomass 
per hour. In addition, a mathematical model was developed to simulate the processes under these conditions. With 
this model, it was possible to calculate productivities and substrate usage at distinct time points of the produc-
tion processes and calculate productivities and substrate usage with high resolution which will be useful in future 
applications.

Keywords Cupriavidus necator H16, Ralstonia eutropha H16, Autotrophic fermentation, Platform chemicals, 
2,3-Butanediol

Introduction
To reduce the production of platform chemicals based 
on fossil fuels, it is crucial to develop new production 
techniques based on renewable and environmentally 
friendly carbon and energy sources. This study focuses 
on the engineering of Cupriavidus necator H16 (formerly 
Ralstonia eutropha H16) strains to produce 2,3-butan-
ediol (2,3-BDO), a platform chemical with widespread 

industrial applications such as use as antifreeze, precur-
sor for polymers or as a fuel additive [1, 2].

C. necator, a Gram-negative bacterium that has been 
intensively studied in recent decades, is recognized as a 
biocatalyst due to its ability to produce the biopolymer 
polyhydroxybutyrate (PHB) and to combine this with a 
chemolithoautotrophic metabolism. The bacterium is a 
non-pathogenic organism and the availability of its com-
plete genome has also led to its recognition as a model 
organism. It can grow heterotrophically by utilizing vari-
ous carbon sources and electron donors such as fructose, 
N-acetylglucosamine, gluconate, fatty acids and vari-
ous other compounds. Under the conditions of chemo-
lithoautotrophic growth, it is able to use oxygen, nitrate, 
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nitrite or dimethyl sulfoxide (DMSO) as electron accep-
tors and carbon dioxide as a carbon source, with hydro-
gen acting as an electron donor [3, 4]. Previous research 
suggests that oxyhydrogen bacteria such as C. necator 
could be crucial for the future production of more com-
plex carbon compounds [5]. The organism utilizes the 
Calvin cycle with its key enzyme ribulose-1,5-bisphos-
phate carboxylase/oxygenase (RuBisCO) for  CO2 fixa-
tion. While an advantage of this process is that it directs 
carbon into glycolysis as a C3 compound, a disadvantage 
of this metabolic pathway is the undesirable oxygenase 
activity of RuBisCO, which requires a significant number 
of electrons for the reduction of oxygen instead of  CO2, 
resulting in a lower yield of complex chemicals gener-
ated from metabolic intermediates. Carbonic anhydrases 
(CA) in C. necator serve as regulators of  CO2 flux. They 
increase the amount of available  CO2 in the cells and thus 
inhibit the oxygenase reaction of RuBisCO [6].

2,3-BDO can be produced from acetoin by utilizing the 
BudC enzyme (2,3-butanediol dehydrogenase) in an equi-
librium reaction. Starting from a genetically modified C. 
necator strain introduced in 2019, this study aimed to 
expand production and investigate lithoautotrophic 2,3-
BDO production. The original strain produced acetoin in 
minimal medium with over 100% carbon efficiency under 
autotrophic conditions [7] and was further analyzed 
and characterized by Härrer et al. in 2021 [8]. The study 
investigated the strain’s ability to utilize various organic 
acids and gases as substrates under mixotrophic and 
autotrophic conditions. In addition, a proteomic analy-
sis was performed, which revealed that deletion of the 
phaC1 and phaC2 genes significantly influenced the car-
bon metabolism, resulting in higher carbon availability 
without the production of PHB. In addition, removal of 
the genes affected the transcription of alsS and alsD, the 
gene pair required for acetoin production from pyruvate, 
as they were placed under the control of a PHB promoter.

Various approaches for the microbial production of 
2,3-BDO have been presented in scientific literature [1, 
9]. Natural 2,3-BDO-producing bacterial strains such 
as Klebsiella oxytoca [10] or bacteria which are gener-
ally regarded as safe (GRAS) like Paenibacillus peoriae 
[11] and genetically engineered strains containing a 2,3-
BDO metabolic pathway, such as Escherichia coli [12] 
and Saccharomyces cerevisiae [13], have shown carbon 
efficiencies of over 90% [mol  mol−1]. These results dem-
onstrate the potential of bacterial strains for 2,3-BDO 
production, but most cultured strains rely on hetero-
trophic carbon sources. Autotrophic production of 
butanediol has been observed in acetogens and cyano-
bacteria, but has not yet been fully exploited due to the 
complexity of strain engineering and process develop-
ment. In a study by Köpke et  al. [14], a concentration 

of 2 mM was reported for acetogenic BDO production 
as early as 2011. In contrast, a genetically modified 
strain of Synechococcus elongatus produced 26.4  mM 
2,3-BDO from  CO2 [15] with the disadvantage that, as 
a phototrophic organism, it requires a sufficient light 
source.

A number of modeling approaches have been devel-
oped in the literature to control and optimize PHB pro-
duction processes of C. necator [16–18]. These models 
exist in different complexities and were applied to 
determine kinetics and process parameters of microbial 
growth and synthesis of PHB in batch and fed-batch 
operations based on differing and mixed substrate 
sources [17, 19]. In addition, these simulations were 
proposed for the optimization of substrate feeding 
strategies, evaluating the effects on growth and PHB 
production [20, 21]. One model focuses on the auto-
trophic process of PHB synthesis of C. necator consid-
ering the gas transfer and uptake of  CO2,  H2 and  O2 
[22]. Nevertheless, no modeling attempts have yet been 
made to describe the production of platform chemicals 
like 2,3-BDO. Still, a heterotrophic kinetic model of 
naturally 2,3-BDO-producing K. oxytoca exists, which 
describes cell growth and the production of 2,3-BDO 
under the influence of substrate and product inhibition 
in a batch fermentation [23].

The aim of this study was to establish and charac-
terize the autotrophic production of 2,3-BDO using 
 CO2 as carbon source and  H2 as electron donor and 
energy source. We also aimed to generate a produc-
tion strain that would set a new benchmark for auto-
trophic 2,3-BDO production. To achieve this goal, we 
investigated the effects of two production plasmids, 
pKR and pBBR1, as well as different versions of the 
BudC enzyme on productivity. In addition, we exam-
ined the influence of overexpression of a CA on auto-
trophic carbon efficiency. Furthermore, a mathematical 
batch process model was introduced for heterotrophic 
and autotrophic production of 2,3-BDO, consisting of 
mechanistic links describing the interaction of culture 
dynamics. The developed process models, estimation 
procedures and simulation results offer essential com-
ponents for the future use of model-based automation 
concepts and effective user defined control of batch 
processes.

Materials and methods
Chemicals
All chemicals used in this study were supplied by Carl 
Roth (Karlsruhe, Germany) or Merck (Darmstadt, Ger-
many). Gases were ordered at Westfalen (Münster, 
Germany).
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Strains and media
All strains and plasmids used in this study are listed in 
Supplement-Table S1.

C. necator strains were cultivated either in lysogeny 
broth (LB) or in minimal media (MM; German Col-
lection of Microorganisms and Cell Cultures GmbH 
(DSMZ); media 81: solution C: 2.5 mg instead of 50 mg 
ferric ammonium citrate; additional 50  mg  NaHCO3 
at a temperature of 30  °C. When using minimal media, 
20 mM fructose was added for heterotrophic growth. For 
autotrophic growth experiments a gas mixture of 80%  H2, 
5%  CO2 and 15%  O2 was added to the headspace. The cul-
tures of E. coli strain WM3064 were grown in LB medium 
at 37 °C supplemented with 0.3 mM diaminopimelic acid 
(DAP). If required, kanamycin was added at a concentra-
tion of 250 μg  ml−1 (stock solution 50 mg  ml−1 in water) 
for C. necator strains and 50 µg  ml−1 for E. coli strains or 
tetracycline at a concentration of 15 μg  ml−1 (stock solu-
tion 15  mg   ml−1 in DMSO). For growth on plates, the 
medium contained 2% agar. All media or stock solutions 
used were autoclaved at 121  °C for 20  min after prepa-
ration. Antibiotics, vitamin and fructose solutions were 
sterile filtered.

All experiments with explosive gas mixtures were car-
ried out in specially designed fume cupboards with safety 
measures that allow the continuous release of the gas 
mixtures while maintaining explosion protection.

Growth experiments
Heterotrophic growth curves of C. necator H16 WT were 
performed using an Infinite200Pro plate reader (Tecan 
Trading AG, Switzerland) over several days until sta-
tionary phase was reached. The precultures were grown 
overnight in LB at 30 °C and 180 rpm. Experiments were 
performed in triplicate in a 96-well plate at 30 °C and in 
MM containing different fructose and 2,3-BDO concen-
trations to determine possible substrate or product inhi-
bition. Optical density at a wavelength of 600 nm  (OD600) 
was measured hourly, with a 2-min pre-phase of shaking 
at 180 rpm, followed by a 1-min settling phase. The wells 
were filled with 200 µl of medium. The experiments were 
started with an  OD600 value of 0.05.

Production tests
The cells were pre-cultured overnight in LB and grown 
two nights in MM to shorten the adaptation lag phase in 
the production experiments. Heterotrophic experiments 
were inoculated at  OD600 = 0.05 in 300 ml MM in sterile 
500 ml flasks. Autotrophic experiments were inoculated 
at an  OD600 = 4 in 50 ml MM in sterile, gas-tight 1-L bot-
tles with rubber stoppers for sampling. The bottles were 
degassed in alternating 2-min cycles with vacuum and 

 N2 addition at a pressure of 1  bar for 30  min. Vacuum 
was then applied for 20 min, after which the flasks were 
purged with the gas mixture for cultivation. The head 
space composition was then measured immediately. 
Samples of 1  mL were taken and analyzed for fructose 
and acetoin content by high performance liquid chroma-
tography (HPLC). Gas chromatography (GC) was used to 
determine the 2,3-butanediol concentration. Samples for 
gas measurement were taken in a volume of 30 ml with a 
cannula through the rubber caps and immediately meas-
ured on a micro-GC. The pressure development caused 
by cultivation or sampling was then equalized to 1 bar by 
adding  N2.

Genetic construction
DNA was amplified with MangoMix (Bioline, Lucken-
walde, Germany) for diagnostic polymerase chain reac-
tions (PCRs) or with Hifi Polymerase (Nippon Genetics 
Europe, Düren, Germany) for preparative PCRs. The 
products were analyzed and isolated by gel electropho-
resis. DNA products and plasmids were purified using 
the  Wizard®SV Gel and PCR Clean-Up System or the 
 Wizard®Plus SV Minipreps DNA Purification System 
(Promega, Mannheim, Germany). Restriction enzymes 
were provided by New England Biolabs (Frankfurt, Ger-
many), while DNA primers were ordered from Merck 
(Darmstadt, Germany). The constructs were sequenced 
by Eurofins Genomics (Ebersberg, Germany) and aligned 
to the expected sequences with the help of the molecular 
biology tools of the software Benchling (San Francisco, 
USA).

The plasmids were constructed according to Windhorst 
and Gescher (2019) using the natural PHB promoter sys-
tem, the acetoin-producing genes alsS and alsD from 
Bacillus subtilis PY79 and the 2,3-butanediol-producing 
BudC from Klebsiella pneumoniae, Klebsiella aerogenes 
or Enterobacter cloacae. In addition, a cag gene from C. 
necator was used to overexpress a carbonic anhydrase. 
The budC genes were optimized for codon usage of C. 
necator H16 ([24]; please see details on codon optimiza-
tion in the Appendix) and synthesized as DNA strings 
by Thermo Fisher Scientific (Waltham, USA). If possible, 
the ordered strings already had the necessary overlaps to 
the respective plasmids. PCR copies of the strings were 
generated by preparative PCR with overlaps, if neces-
sary, and cloned into the respective plasmid using Gibson 
assembly [25]. The generated DNA overlap sequences 
contained non-coding sequences as spacers between the 
genes containing a Shine–Dalgarno sequence. The prim-
ers, restriction enzymes and generated plasmids used can 
be found in Table S1. The Gibson mixture was dialyzed 
for 30 min and transformed into E. coli strain WM3064 
by electrophoresis. Once a strain carrying the correct 
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plasmid was identified, it was used as the donor strain 
for conjugation with the C. necator H16 strain JG1232. 
Donor and recipient strains were streaked overnight on 
LB plates with DAP and then on plates with the respec-
tive antibiotic but without DAP. After 3 days of incuba-
tion, the colonies were tested for the correct plasmid 
using diagnostic PCR and then sent for sequencing.

Substrate and product analysis
High‑performance liquid chromatography
HPLC measurements were performed using a Thermo 
 Scientific™  UltiMate™ 3000 UHPLC system from 
Thermo Fisher Scientific (Waltham, USA). 150 μl of sam-
ples was filtered with a 0.2 μm PTFE membrane (VWR, 
Darmstadt, Germany) and mixed with 15  μl of 0.5  M 
sulfuric acid in a 96-well microtiter plate. Samples were 
separated using a Hi-Plex H PL1170-6830 (7.7 × 300 mm) 
8  μm HPLC column from Agilent Technologies (Wald-
bronn, Germany) at an eluent flow rate of 0.6 ml   min−1. 
The refractive index peaks were detected using a Refrac-
toMax 521 detector from Thermo Fisher Scientific. The 
eluent used was 5  mM sulfuric acid in  ddH2O, and the 
column temperature was 60 °C during the measurement. 
The results were analyzed using Chromeleon 7.2 SR4 
software.

Gas chromatography
GC measurements were performed with a Shimadzu 
GC-2000 Plus equipped with a split/splitless injector 
system (AOC 20  s Auto Sampler) and a flame ioniza-
tion detector (Det3ch Shimadzu, Kyoto, Japan). Helium 
was used as the carrier gas with a total flow rate of 
22.7  ml   min−1. The injection port was preheated to 
230  °C in split mode with a split ratio of 1:10. Samples 
were separated using an Agilent CP-Chirasil-Dex CB col-
umn (25  m × 0.25  mm) with a stationary film thickness 
of 0.25 μm. The column temperature was initially set to 
50 °C for 3 min and then increased by 10 °C  min−1 until it 
reached 160 °C. The final temperature was maintained for 
5 min. The temperature at the injection port and at the 
FID was constant at 230 °C.

Micro‑GC
Gas chromatography was used to measure the concen-
trations of  H2,  O2,  N2, and  CO2. The measurements were 
performed with the 490 Micro-GC from Agilent Tech-
nologies (Waldbronn, Germany) and analyzed with the 
Agilent OpenLAB CDS (EZChrom Edition) software. 
The method included a stabilization time of 5 s, a sample 
time of 20  s, an injector time of 50  ms and a tempera-
ture of 110 °C between sample line and injector. The first 

column was a 10-m MS5A column with argon as carrier 
gas at a temperature of 70 °C and a pressure of 150 kPa. 
The second column was a 10-m PPQ column with helium 
as carrier gas at a temperature of 45 °C and a pressure of 
150 kPa.

Calculation of biomass and efficiencies
Determination of biomass
OD600 was measured using a Thermo Fisher Scien-
tific Spectronic Genesys 20 Visible Spectrophotometer 
(Darmstadt, Germany). Sample biomass calculations 
were performed using a conversion factor from  OD600 to 
dry biomass derived from the correlation of dry mass and 
 OD600 of the samples in a growth experiment (Eq. 1).

The conversion factor was used as follows:

Biomass yield
The biomass yield coefficient was determined using 
the following equation (Eq.  2) in which Δcx is the bio-
mass concentration produced, Δcs is the substrate 
consumption:

where x is the biomass determined, s is the substrate, Δcx 
[g  L−1] is the biomass produced and Δcs [g  L−1] is the 
substrate consumption.

To facilitate comparison with the carbon yield, the 
percentage of substrate moles used by the cells for bio-
mass production was also calculated (Eq. 3). For this pur-
pose, the mole numbers for biomass were approximated, 
assuming that the simplified chemical composition of 
biomass is  C4H7O1.5N [26, 27], resulting in a molecular 
weight of 93 g  mol−1:

where Δnx [mol  L−1] is the biomass produced as a molar 
concentration, calculated from Δcx and the assumed 
molecular weight of biomass. Δns [mol  L−1] is the mass 
concentration of fructose consumption determined in 
the experiments.

Specific growth rate
The specific growth rate was calculated in exponential 
growth phase over 10 h as follows (Eq. 4):

(1)
Dry Biomass [g L−1

] = 0.6416 · OD600 + 0.0632

(2)

Yield Ybmass

[

g biomass

g substrate

]

=
�cx

�cs
=

cx,end − cx,0

cs,end − cs,0

(3)Biomass Yield YX/S [%] =
�nx

�ns
∗ 100
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where the natural logarithm values of  OD0 and  OD1 are 
used for the time points  t0 and  t1, respectively.

Carbon yield under heterotrophic conditions
The product carbon yield can be calculated using the fol-
lowing equation (Eq. 5):

Two moles of pyruvate can be formed for each mole of 
fructose. They can then be converted by catalysis into 
one mole of acetoin/2,3-BDO and two  CO2 which conse-
quently are lost for the heterotrophic production process. If 
every fructose molecule is used for acetoin production, this 
results in a maximum theoretical yield of 1 mol acetoin per 
mol fructose which was which was, therefore, calculated 
to be 100%. If all the acetoin is converted to 2,3-BDO, the 
maximum theoretical carbon yield for 2,3-BDO is, there-
fore, also 100%.

The volume of the liquid phase  Vliq was affected by each 
sampling and was, therefore, calculated by subtracting the 
volume of the extracted samples from the initial liquid vol-
ume. For each sample, the amount of substance extracted 
was calculated and added to the amount of final products.

Carbon yield under autotrophic conditions
The product carbon yield under autotrophic conditions can 
be calculated using the following equation (Eq. 6):

where C is the carbon available as a substrate from  CO2 
and  NaHCO3.

The volume of the liquid phase Vliq was affected by each 
sampling step and was, therefore, calculated by subtracting 
the volume of samples taken from the initial liquid volume. 

(4)

specific growth rateµ
[

h−1
]

=
change inmeasured optical density

period of time

=
ln
(

OD600,1

)

− ln(OD600)

t1 − t0

(5)

Yield Yhet [%] =
product [mM]

converted substrate [mM]

=
nproduct,end − nproduct,t0
nsubstrate,t0 − nsubstrate,end

=

(

[productinmM]End − [productinmM]0
)

∗ Vliq

nsubstrate,t0 − nsubstrate,end

(6)

Yield Yaut

[

mM product

mM substrate

]

=
produced product

converted substrate
=

nproduct,end − nproduct,t0

nC ,0 − nC ,end

=

(

[Product inmM]end − [Product inmM]0
)

∗ Vliq

nC ,t0 − nC ,end

In addition, the extracted moles were calculated for each 
sample and added to the final product volume.

The total moles of the gas mixture in the gas phase ngas 
were determined using the ideal gas law. Using the ideal 
gas constant R = 8.314 JK∙mol, considering a gas volume 
of Vgas = 1.08 L in the flasks and the ambient temperature 
(T = 298.15  K) and pressure (P = 1  bar = 100  kPa) when 
sampling, the gas moles were determined as follows (Eq. 7):

The quantity of each component in the gas mixture 
was determined by multiplying the partial volume  pi 
[%] by the total moles of gas calculated above (Eq. 9):

Under autotrophic conditions, 6  mol of  CO2 are 
required to form 2  mol of pyruvate. These two pyru-
vate molecules can then be further converted to 1 mol 
of acetoin/2,3-BDO and 2 mol of  CO2. Simply put, for 
every mole of acetoin or 2,3-BDO, 4  mol of  CO2 is 
consumed resulting in a maximum yield of 25%. For 
comparison, if all of the  CO2 is used to produce ace-
toin or 2,3-BDO, the yield was calculated to be 100%. 
The gas samples taken at the relevant times were 
taken into consideration as with Vliq above, while  CO2 
and  NaHCO3 were considered as substrate/available 
carbon.

Hydrogen efficiency
The hydrogen efficiency is an equivalent of how much 
energy is consumed in carbon fixation for the products. 
It can be calculated as follows (Eq. 10):

(7)

ngas =
P ∗ Vgas

R ∗ T

=
100000Pa ∗ 0.00108m3

8.314 J
K mol ∗ 298.15K

= 0.0435mol = 43.5mmol

(9)ni = pi ∗ ngas

In order to determine the theoretical amount of 
hydrogen nH2 [mmol] required, the amount of bound 

(10)H2 eff [%] =
nH2 theoretical

nH2 consumed

∗ 100
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carbon was determined, and the number of electrons 
required to get from the substrate to the product was 
calculated.

Mathematical process model
A kinetic model was used to simulate the heterotrophic 
and autotrophic experimental data of this work. Model 
structures were applied to the experimental data-
set of each genetically modified C. necator strain and 
adapted individually depending on the process obser-
vations. This model provides a simple structure for 
heterotrophic and autotrophic simulation describing 
cell growth using the Monod kinetic, synthesis of ace-
toin and 2,3-BDO as well as equilibrium reactions and 
the uptake and transfer of gases for the autotrophic 
process.

Heterotrophic process model
The heterotrophic set up consists of 4 differential equa-
tions (Eq. 11, 12, 13, 14) and 8 kinetic rates which are 
summarized in Table  1. The model is describing the 
growth rate µ   [h−1] of the cells X  [gcell  L−1] based on 
the Monod kinetic and the main substrate fructose cS,F 
[g   L−1] including also a substrate affinity constant KS,F 
[g  L−1] (Eq.  15). A cell lysis term was added includ-
ing a minimal and a maximal death rate with µd,min 
 [h−1] and µd,max  [h−1] (Eq.  19). To describe a delay of 
growth or production in time tlag [h] a lag term was 
added as exponential function (Eqs.  15, 16) [28]. In 
case of a product inhibition of 2,3-BDO an inhibition 
term is considered affecting the growth kinetic and 
cell lysis via a product inhibition constant KI ,B [g  L−1] 
(Eq.  16, 20) [52]. The specific uptake rate of fructose 
qS,F  [g  gcell

−1   h−1] was described by the growth rate of 

Table 1 Heterotrophic process model in batch operation

Differential equations
dX
dt

= (µ− µd) · X (Eq. 11) dcP,A
dt

= qP,A · X
(Eq. 13)

dcS,F
dt

= −qS,F · X
(Eq. 12) dcP,B

dt
= qP,B · X

(Eq. 14)

Kinetic rates

µ = µmax ·
cS,F

cS,F+KS,F
· (1− e

−t
tlag )

(Eq. 15) µd = µd,min + µd,max ·
KS,F

KS,F+cS,F
(Eq. 19)

µ = µmax ·
cS,F

cS,F+KS,F
· (1− e

−t
tlag ) ·

KI,B
KI,B+cP,B

(Eq. 16) µd = µd,min + µd,max ·
KS,F

KS,F+cS,F
·

cP,B
cP,B+KI,B

(Eq. 20)

qS,F =
µ
YX ,F

(Eq. 17) qP,B =
µ
YX ,B

(Eq. 21)

qP,A =
µ
YX ,A

(Eq. 18) qP,AB = YA,B · qB,max •
cP,B

cP,B+KP,B
(Eq. 22)

Table 2 Autotrophic process model in batch operation

Differential equations
dX
dt

= (µ− µd) · X (Eq. 23) dcH2 ,g
dt

= −kLa · (c
∗
H2

− cH2,l) ·
VL·R·T
VG ·P

(Eq. 28)

dcP,A
dt

= qP,A · X
(Eq. 24) dcO2 ,l

dt
= kLa ·

(

c∗O2
− cO2,l

)

− X µ
YX ,O2

(Eq. 29)

dcP,B
dt

= qP,B · X
(Eq. 25) dcCO2 ,l

dt
= kLa ·

(

c∗CO2
− cCO2,l

)

− X µ
YX ,CO2

(Eq. 30)

dcO2 ,g
dt

= −kLa · (c
∗
O2

− cO2,l) ·
VL·R·T
VG ·P

(Eq. 26) dcH2 ,l
dt

= kLa ·
(

c∗H2 − cH2,l

)

− X µ
YX ,H2

(Eq. 31)

dcCO2 ,g
dt

= −kLa · (c
∗
CO2

− cCO2,l) ·
VL·R·T
VG ·P

(Eq. 27)

Kinetic rates

µ = µmax ·
cO2 ,l

cO2 ,l+KO2
·

cCO2 ,l
cCO2 ,l+KCO2

·
cH2 ,l

cH2 ,l+KH2

(Eq. 32) µswitch = µmax ·
cO2 ,l

cO2 ,l+KO2
·

cH2 ,l
cH2 ,l+KH2

(Eq. 40)

µd = µd,min + µd,max ·
cO2 ,l

cO2 ,l+KO2
·

cCO2 ,l
cCO2 ,l+KCO2

·
cH2 ,l

cH2 ,l+KH2

(Eq. 33) µd,switch = µd,min + µd,max ·
cO2 ,l

cO2 ,l+KO2
·

cH2 ,l
cH2 ,l+KH2

(Eq. 41)

qP,A =
µ
YX ,A

(Eq. 34) c∗O2
= cO2,g · P • HO2

(Eq. 42)

qP,B =
µ
YX ,B

(Eq. 35) c∗CO2
= cCO2,g · P · HCO2

(Eq. 43)

qf 1,A = qf 1,A,max ·
cP,A

cP,A+Kf 1,A
(Eq. 36) c∗H2 = cH2,g · P · HH2 (Eq. 44)

qr ,B = qr ,B,max ·
cP,B

cP,B+Kr ,B
(Eq. 37) qf 2,A = qf 2,A,max ·

cP,A
cP,A+Kf 2,A

(Eq. 45)

qf 1,BA = Yf 1,B,A · qf 1,A (Eq. 38) qf 2,BA = Yf 2,B,A · qf 2,A (Eq. 46)

qr ,AB = Yr ,A,B · qr ,B (Eq. 39)
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cells and the yield coefficient of biomass from substrate 
uptake YX ,F   [gcell  g−1] (Eq. 17). The specific production 
rates for acetoin qP,A [g  gcell

−1  h−1] and 2,3-BDO qP,B [g 
 gcell

−1  h−1] were calculated from their linked yield coef-
ficients of cells to acetoin YX ,A  [gcell  g−1] and to 2,3-BDO 
production YX ,B  [gcell  g−1] (Eqs. 18, 21). In case of a sub-
strate depletion, the backward reaction from 2,3-BDO 
to acetoin was considered as observed in the experi-
mental data (Eq. 22), where qB,max [g  gcell

−1   h−1] is the 
maximum uptake rate of 2,3-BDO as cP,B [g  L−1] with 
an affinity constant KP,B [g  L−1] and a yield coefficient 
of acetoin from 2,3-BDO YA,B [g  g−1].

Autotrophic process model
The autotrophic process model follows a similar struc-
ture and set of equations as the heterotrophic model. It 
is summarized in Table  2 and consists of 9 differential 
equations (Eqs. 23, 24, 25, 26, 27, 28, 29, 30, 31) and 15 
kinetic rates considering the uptake and transfer of gases. 
The dissolved gas concentrations of  CO2,  O2 and  H2 as 
cCO2,l , cO2,l , and cH2,l [mol  L−1] were calculated from the 
gas transfer rate and the gas uptake rate, respectively 
(Eqs. 29, 30, 31), by a mass transfer coefficient kLa  [h−1], 
the equilibrium concentrations c∗O2

 , c∗CO2
 , and c∗H2

 [mol 
 L−1] and by considering a yield coefficient to gas uptake 
as YX ,O2 , YX ,CO2 , andYX ,H2  [gcell  mol−1]. Therefore, Henry 
constants HO2 , HCO2 , and HH2[mol  L−1   atm−1] were cal-
culated at 30  °C [29] to describe the gas solubilities c∗O2

 , 
c∗CO2

 , and c∗H2
 at atmospheric pressure P [atm] with their 

partial pressure in the gas phase cO2,g , cCO2,g , andcH2,g 
(Eqs.  42, 43, 44). The partial pressures were calcu-
lated from the gas transfer rate, the liquid volume Vliq 
[L], the gas volume Vgas [L], R as the ideal gas constant 
[8.314  J   mol−1   K−1] and T  the temperature [303.15  K] 
(Eqs. 26, 27, 28). The growth rate and cell lysis are based 
on the availability of the dissolved gases with their related 
affinity constant KO2 , KCO2 , and KH2 [mol  L−1] (Eqs. 32, 
33). To describe further depletion of gases if one gas 
is already consumed, the kinetic rates were switched 
(Eqs. 40, 41). The first and second forward reaction rates 
from acetoin to 2,3-BDO were described by a maximum 
uptake rate of acetoin qf 1,A,max , qf 2,A,max [g  gcell

−1   h−1], 
an affinity constantKf 1,A , Kf 2,A [g  L−1] and a yield coeffi-
cientYf 1,B,A , Yf 2,B,A [g  g−1] (Eqs. 36, 38, 45, 46). A reversed 
reaction from 2,3-BDO to acetoin was conversely 
described by a maximum uptake rate of 2,3-BDO qr,B,max 
[g  gcell

−1  h−1], an affinity constant, Kr,B [g  L−1] and a yield 
coefficient Yr,A,B [g  g−1] (Eqs. 37, 39). These specific rate 
equations (Eqs. 36, 37, 38, 39, 45, 46) were implemented 
in the differential equations (Eqs. 24, 25) on demand as 
an individual model structure for each data set.

Parameter estimation
The individual model structure and associated proce-
dures for simulating processes and estimating param-
eters were implemented in Matlab (The MathWorks, Inc., 
USA, Version 2020b). Parameter estimation was achieved 
by embedding the interior-point optimization algorithm 
using the built-in solver “fmincon” in Matlab. To consider 
further parameter bounds, upper and lower limits were 
applied with a maximum of 3000 function evaluations 
and 200 iterations. The implemented ordinary differen-
tial–algebraic equations were solved using the ode15s 
algorithm based on numerical differentiation formulas 
for stiff systems. In order to obtain the best possible fit, 
the sum of least squared errors between simulated and 
experimental data was determined as objective func-
tion. As quality criteria for the validation of the simulated 
results, the coefficient of determination,  R2, was applied 
to evaluate the ratio of the squared differences between 
the experimental data yi and the simulated data ys as well 
as the squared differences between the experimental data 
and the mean value y (Eq. 47) [30]. The model accuracy 
is higher as closer the coefficient of determination is to 
1 [31]:

During each iteration, the calculated differences 
between the measured and predicted values were sum-
marized by an objective function. The unknown model 
parameters were then adjusted iteratively until error tol-
erances or convergence criteria were met and the best 
model fit was achieved.

Results
To achieve a productive and stable autotrophic produc-
tion of the platform chemical 2,3-BDO, different versions 
of the production gene and various production plasmids 
were investigated in this study. In addition, an endog-
enous CA was overexpressed to optimize autotrophic 
carbon efficiency. An existing strain was used as a start-
ing point to facilitate the production of butanediol and 
increase productivity and efficiency [7].

Tolerance growth tests
In order to establish the production of 2,3-BDO, the 
ability of the organism to tolerate the product had to be 
tested. Therefore, heterotrophic assays were performed 
to assess the organism’s tolerance to the substrate and 
product using growth experiments with a C.  necator 
H16 wild-type strain in a medium containing increasing 

(47)R
2
= 1 −

∑ n
i = 1

(

yi − ys

)2

∑ n
i = 1

(

yi − y
)2
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concentrations of fructose and 2,3-BDO, respectively, 
from 0 to 500 mM. The corresponding data can be seen 
in Fig. 1, which shows only a reduced amount of tested 
concentrations for visibility. The full dataset can be 
found in Appendix A figure S1. No significant effect on 
cell growth was observed up to 400  mM fructose over 
a period of 72–98  h, with cells reaching a maximum 
growth of  OD600 = 1.41 (Fig. 1A). Concentrations of 450 
and 500  mM resulted in a slightly prolonged growth 
period until plateau phase was reached with a 10-h 
delay. The cells metabolized lower concentrations of 10 
and 20 mM fructose after 30 and 60 h, respectively, and 
maintained a stable plateau of optical density during the 
remaining measurements. All strains showed a compara-
ble specific growth rate between 0.049 and 0.059  h−1 dur-
ing the exponential phase. On the other hand, cell growth 
was already impaired by concentrations of 2,3-BDO 
above 10 mM (Fig. 1B). All concentrations up to 450 mM 
showed a comparable pattern with a maximum optical 
density of 0.6–0.8 and a specific growth rate between 
0.014 and 0.024  h−1. In contrast, the culture grown with 
500 mM of 2,3-BDO showed a maximum optical density 
of 0.25 after 72 h and a growth rate of µ = 0.01  h−1.

Heterotrophic production tests
After determining the growth of the organisms in pro-
duction tests, two plasmids, both carrying identical 
alsSD genes, were tested regarding the resulting acetoin 
production under heterotrophic conditions. The better 
performing plasmid was then selected and three ver-
sions of the budC sequence from different organisms 
were compared to determine the most effective variant 

in terms of volumetric productivity, carbon efficiency 
and acetoin/2,3-BDO ratio (Fig.  2). The donor organ-
isms were selected to be Klebsiella pneumoniae, Kleb-
siella aerogenes (basionym: Enterobacter aerogenes) and 
Enterobacter cloacae as they are all known to be effi-
cient 2,3-butanediol producers and were used in various 
approaches in the past [32–34].

Comparison of the plasmids pKR and pBBR1 revealed 
that while the pKR plasmid led to a faster response, the 
overall titer for acetoin was higher for pBBR1 (Fig. 2A). 
Hence, further experiments to compare different ver-
sions of the budC gene were conducted using the 
pBBR1 plasmid. Of the three variants, budC (K. pneu-
moniae) showed the highest acetoin accumulation, 
while budC (E. cloacae) showed the highest amount of 
2,3-BDO at 10.2 mM (Fig. 2B). The results of the com-
parisons and of the applied heterotrophic model simu-
lation for acetoin and 2,3-BDO are depicted in Fig.  2. 
The fit for budC (K. pneumoniae) showed the best 
predicted outcome of 15.5  mM acetoin, demonstrat-
ing a R2 value of 0.98 and a 2,3-BDO accumulation of 
6.8  mM with a R2 of 0.99. In comparison, simulations 
of budC (K. aerogenes) and budC (E. cloacae) provided 
an acetoin production of 12.8 and 14.1 mM, while 2,3-
BDO amounted to 5.9 and 9.6  mM, respectively. Each 
showed a R2 value for acetoin of 0.99 and 0.96, whereas 
for 2,3-BDO, the model demonstrated a R2 value of 0.95 
and 0.98. The measured and simulated optical densities 
and fructose concentrations are shown in Figures  S1 
and S2. An overview of the  R2 values and fitted param-
eters are summarized in Tables S2 and S4.

After fructose depletion, all strains apparently 
started to reoxidize the produced 2,3-BDO to acetoin, 

Fig. 1 Growth experiments were conducted with C. necator H16 WT using increasing concentrations of fructose (A) and 2,3-BDO (B) over 72 
and 98 h. Triplicates are indicated by the surrounding color clouds. The datasets were reduced for a better distinction between the sets. The full 
datasets can be seen in Appendix A figure S1



Page 9 of 16Weiler et al. Biotechnology for Biofuels and Bioproducts          (2024) 17:108  

Fig. 2 Comparison of production plasmids (A) and variants of budC from different organisms (B; organism of origin specified in parentheses) 
under heterotrophic conditions. Acetoin and 2,3-BDO values are displayed, while Figures S1 (for A) and S2 (for B) contain optical density 
and fructose measurements. The lines in the lower graph represent the simulated, while the symbols indicate measured results of the experiments

Table 3 Carbon yields of the strains in heterotrophic production experiments presented as percentages of carbon derived from 
fructose as well as biomass yields and total product yields

budC sequence from Biomass yield [g  g−1] Acetoin yield [%] 2,3-butanediol yield 
[%]

Total product yield [%]

K. pneumoniae (pKR) 0.23 ± 0.01 25.96 ± 0.00 10.8 ± 0.01 36.74 ± 0.01

K. pneumoniae (pBBR1) 0.075 ± 0.01 54.45 ± 0.00 32.55 ± 0.01 87.00 ± 0.01

K. aerogenes 0.078 ± 0.00 52.48 ± 0.09 32.70 ± 0.05 85.19 ± 0.14

E. cloacae 0.064 ± 0.01 41.34 ± 0.07 46.77 ± 0.1 88.11 ± 0.05



Page 10 of 16Weiler et al. Biotechnology for Biofuels and Bioproducts          (2024) 17:108 

potentially to stabilize membrane potential using the 
regenerated NADH as electron donor for the respira-
tory transport chain towards oxygen (Fig.  2B). This 
reverse reaction was also included in the model struc-
ture and shows a decline of 2,3-BDO amounts, while 
acetoin concentrations are increasing.

In terms of carbon efficiency and biomass yield of 
the experiments, budC (E. cloacae) demonstrated 
the highest carbon yield for 2,3-BDO and the highest 
total product yield with 88.11%. In addition, among 
the pBBR1 constructs, it displayed the lowest bio-
mass- and acetoin carbon yield. Among all constructs, 

pBBR1_budC (K. pneumoniae) exhibited the highest 
acetoin yield, while budC (K. aerogenes) had the highest 
biomass yield (Table 3).

Autotrophic production tests
Potentially, the most interesting applications for pro-
duction strains of oxyhydrogen bacteria are both mixo-
trophic and autotrophic. Therefore, the best performing 
constructs were tested in autotrophic efficiency experi-
ments and compared to the heterotrophic results to 
determine comparability.

Fig. 3 Comparing budC variations from different organisms (A; as indicated by organism names in parentheses) and strains carrying a CA gene 
under autotrophic conditions (B). Each case displays acetoin and 2,3-BDO values, while optical density and gas measurements can be found 
in Figures S3–S5. The lines represent the simulated, while the symbols show measured experimental results
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Autotrophic experiments were performed as cell sus-
pension assays with an  OD600 = 4 (Fig. 3). For compari-
son purposes, the two best heterotrophic versions of 
budC were selected for the autotrophic test (Fig.  3A). 
In direct comparison, cells with budC (E. cloacae) 
produced up to 8.5 mM 2.3-BDO and 1.8 mM acetoin 
within 22 h. Conversely, the strain with budC (K. pneu-
moniae) accumulated a maximum of 7.8 mM 2,3-BDO 
and 3.8  mM acetoin after 70  h. The simulations pre-
dicted an accumulated 2,3-BDO amount of 8.5 mM and 
acetoin of 2.1 mM during the first 22 h with an R2 value 
of 0.99 and 0.90, respectively for budC (E. cloacae). The 
maximum of 2,3-BDO with 10.3  mM was reached at 
the end of the simulation. Simulation results of budC 
(K. pneumoniae) showed a 2,3-BDO concentration 
of 7.9 mM after 70 h and a maximum of 5.8 mM ace-
toin after 100  h, demonstrating a R2 of 0.99 and 0.99, 
respectively. The highest 2,3-BDO concentration for 
this strain was calculated after 380 h at 8.4 mM.

To potentially improve carbon uptake in the produc-
tion strains, a naturally occurring CA (cag) was inte-
grated into the plasmids which has been hypothesized 
to be responsible to supplement  CO2 to the RuBisCO 
directly [6]. For comparison, Fig.  3B shows a side-by-
side comparison of the two strains. The budC-bearing 
strain (E. cloacae) with cag overexpression showed 

similar behavior to the original strain, with lower 
2,3-BDO values but higher acetoin accumulations. 
After 47  h, the strain reached 8  mM 2,3-BDO, with a 
maximum concentration of 8.9  mM, and a maximum 
concentration of 5.4  mM acetoin after 116  h. In com-
parison the autotrophic simulation results for cag 
(E. cloacae) showed 8 mM of 2,3-BDO at 47 h, with a 
maximum of 9.1 mM at the end and 5.3 mM of acetoin 
after 72 h. The coefficient of determination resulted in 
0.99 and 0.97 for 2,3-BDO and acetoin, respectively. 
A maximum 2,3-BDO concentration of 6.3  mM and 
acetoin of 4.1  mM after 360  h was reached by cag (K. 
pneumoniae), with  R2 values of 0.90 and 0.88 each. The 
autotrophic simulated optical densities and gas concen-
trations are shown in Figures S4 and S5. An overview of 
the  R2 values and fitted parameters are summarized in 
Tables S3 and S5.

The overexpression of cag in the strain containing the 
budC gene of K. pneumoniae led to a decrease overall 
and a more than threefold reduction in the consumption 
rate of gaseous substrates. Only after 357 h, the produc-
tion levels were similar to those of the original strain. 
All strains carrying budC versions showed a comparable 
reverse reaction of 2,3-BDO to acetoin as in the hetero-
trophic experiments after depletion of the carbon source. 
However, the reverse reaction stopped after oxygen as 

Fig. 4 Exemplary demonstration of the catalyzed back-reaction from 2,3-butanediol to acetoin under autotrophic conditions of pBBR1PHB_cag (E. 
cloacae). Furthermore,  CO2 and  O2 measurements are presented to display the correlation between substrate availability and the enzyme’s catalytic 
reactions

Table 4 Carbon yields from production assays under autotrophic conditions using strains carrying the pBBR1 plasmid as well as total 
hydrogen efficiencies and the  H2 to  CO2 ratios

* +  NaHCO3

Strain Acetoin yield [%] 2,3-butanediol yield 
[%]

Total product yield 
[%]

Hydrogen 
efficiency [%]

H2/CO2*

budC (E. cloacae) 8.68 ± 0.4 72.92 ± 3.8 81.6 ± 4.2 33.46 ± 0.67 6.62

cag (E. cloacae) 18.36 ± 1 66.4 ± 3.8 84.76 ± 4.8 31.68 ± 4.37 7.11

budC (K. pneumoniae) 27.52 ± 1.6 61.16 ± 3.2 88.68 ± 4.8 36 ± 2.08 6.63

cag (K. pneumoniae) 35.04 ± 2.6 62 ± 3.4 97.04 ± 6 41.1 ± 2.57 6.62

pBBR1_alsSD 71.72 ± 4 71.72 ± 4 38.55 ± 2.84 7.00
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electron acceptor was depleted (as shown for one strain 
in Fig. 4). Subsequently, the reverse reaction to 2,3-BDO 
slowly resumed. These observed effects were incorpo-
rated and simulated with an individual model structure 
for each strain.

The carbon and hydrogen yields were determined for 
the tested strains (see Table  4). Moreover, the resulting 
volumetric productivities were calculated. The lack of 
back-reaction to acetoin resulted in significantly higher 
yields for 2,3-BDO and a more favorable ratio between 
the products compared to the heterotrophic experi-
ments. Both strains carrying the budC version of E. clo-
acae exhibited a higher carbon yield for 2,3-BDO than 
their counterparts carrying the K. pneumoniae version, 
but a lower yield for acetoin. In addition, budC (E. cloa-
cae) showed the highest carbon yield for 2,3-BDO, the 
lowest yield for acetoin and the highest volumetric pro-
ductivity of 39.45 mg  L−1  h−1 among all strains, which is 
consistent with previous results (compare Table 3). Strain 
cag (K. pneumoniae) had the lowest volumetric produc-
tivity value of all strains at 9.37 mg  L−1   h−1. However, it 
had the highest hydrogen and total product carbon yield 
of all strains and the highest acetoin carbon yield of the 
budC strains. For comparison, the simulated volumetric 
productivities are depicted for each autotrophic strain 
and displayed in Table 5 at the same time points as meas-
urements. In addition, the calculated maximum volumet-
ric productivities at different time points occurring in 
between sampling points are displayed.

Discussion
There is a necessity for alternatives to petroleum-based 
chemical production. In particular, utilizing waste 
streams is a promising approach to reduce the total 
amount of waste, the energy required for its disposal and 
the environmental damage. One of the most challeng-
ing waste streams is  CO2 from industrial processing. To 
utilize it effectively, stable mixotrophic and autotrophic 
productions are essential to develop a viable alternative 
to petrochemical processing.

To assess the potential applicability of C. necator for 
long-term production of 2,3-BDO resistance to substrate 
and product was investigated in this study. 2,3-BDO has 
been shown to inhibit the growth of certain organisms, 
which necessitated these resistance tests. The results 
showed a clear range of optimal performance. Fructose 
had no significant effect on growth in the concentrations 
tested, while 2,3-BDO showed an effect between 10 and 
450  mM, finally inhibiting growth almost completely at 
500  mM, which is a comparable value to studies with 
other organisms [14, 35]. The following investigation 
focused on the autotrophic production of 2,3-BDO using 
different plasmid and gene combinations, based on the 
study by Windhorst and Gescher from 2019, in which a 
remarkably efficient strain for the autotrophic produc-
tion of acetoin, a precursor of 2,3-BDO, was presented. 
To evaluate the efficiency of production, two produc-
tion plasmids with identical gene sets were compared. 
These comparative studies clearly showed the correla-
tion between slow growth and fast production and vice 
versa, especially in the plasmid comparisons. The differ-
ences in productivity could be due to differences in plas-
mid size, antibiotic resistance or variations in plasmid 
copy number. pBBR1, which is characterized by smaller 
size and kanamycin resistance, has been documented as 
an intermediate copy number plasmid, whereas differ-
ing copy numbers have been reported for pKR. As strain 
heterogeneity significantly affects the copy numbers of 
different plasmids, as opposed to the widely accepted 
static amounts [36], it is difficult to determine which, if 
not all, of the aforementioned differences are responsible 
although copy number appears to be the most obvious 
factor at first sight since it directly influences the num-
ber of the production genes [37]. The choice of antibi-
otic resistance can significantly affect productivity due 
to their different underlying mechanisms. For example, 
kanamycin resistance is due to an aminoglycoside phos-
photransferase that catalyzes phosphorylation of the 
antibiotic depleting it over time, while energy-depend-
ent efflux pumps enable tetracycline resistance. Still, it 

Table 5 Measured and calculated volumetric productivities of the strains at autotrophic productions

Volumetric productivities were measured at the first sampling point and compared with the correlating model calculation. In addition, the maximum simulated values 
were added

Vol. productivity [mg  L−1  h−1] at first sample point Simulated maximum

Strain Acetoin 2,3-BDO Total AcetoinSimulated 2,3-BDOSimulated TotalSimulated AcetoinSimulated 2,3-BDOSimulated

budC (K. pneumoniae) 8.45 10.21 18.67 9.50 7.75 17.25 10.79 10.82

cag (K. pneumoniae) 4.45 4.92 9.37 3.67 6.46 10.13 4.09 7.19

budC (E. cloacae) 4.97 34.48 39.45 6.33 34.53 40.86 14.44 78.78

cag (E. cloacae) 15.52 22.70 38.23 15.82 22.75 38.57 26.25 37.74

alsSD (B. subtilis) 14.50 – 14.50 19.01 – 19.01 21.81 –
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is worth noting that this antibiotic can form complexes 
with various iron ions which will also lead to fluctuat-
ing levels of selection pressure during the experimen-
tal period [38]. For 2,3-BDO production experiments, 
pBBR1 was chosen because it is robust and easy to use 
and the catalysis of fructose to acetoin was faster and 
more efficient. All strains with budC variants proved to 
be viable in the heterotrophic experiments. To ensure 
comparability of strain productivity, the amount of prod-
ucts was calculated in relation to the accumulated bio-
mass. The two strains with the best carbon efficiency 
and specific productivity, carrying budC variations of E. 
cloacae and K. pneumoniae, showed maximum values of 
0.108 and 0.114 g product per g biomass per hour, which 
were then further investigated in production experiments 
under autotrophic conditions.

High carbon efficiencies ranging from 81 to 97% were 
achieved in all 2,3-BDO strains during the experiments. 
The E. cloacae budC variant had the highest butan-
ediol accumulation with a volumetric productivity of 
39.45 mg  L−1  h−1. However, its specific productivity per 
biomass was relatively low compared to heterotrophic 
experiments. Strains with budC (K. pneumoniae) pro-
duced yields ranging from 0.005 to 0.009, while E. cloa-
cae variants yielded 0.015 to 0.016 g of product per g of 
biomass per hour.

Comparison with prior studies based on C. necator is 
partially limited, as they show lower volumetric produc-
tivities but produce larger, more complex end products 
[39], or indicate similar efficiencies but higher produc-
tivities in flow-through set-ups with a larger time scale, 
where maximum productivity is only reached after sev-
eral hundred hours and substrate is not limited [40]. 
Other comparisons with natural producers of 2,3-BDO, 
which are capable of producing 2,3-BDO autotrophi-
cally, are complex since the experiments here were con-
ducted as cell suspension assays. This stands in contrast 
to typical other studies where productivity was assessed 
during growth of the organisms. Nevertheless, some 
cyanobacteria and acetogenic bacteria can naturally 
produce 2,3-BDO autotrophically such as the above-
mentioned cyanobacterium S. elongatus which reached 
a concentration of 5.5 mM of 2,3-BDO after 72 h show-
ing a volumetric productivity of 6.9  mg  L−1   h−1 [41]. 
This is a considerably lower concentration compared 
to the 8.5 mM of 2.3-BDO which were produced within 
a 22  h timeframe by the here developed C. necator 
strain. Although a long-term production study has not 
yet been conducted, the experiments presented here 
also indicate that the top-performing strain has a sig-
nificantly higher maximum volumetric productivity of 
34.5 mg 2,3-BDO  L−1  h−1. Some acetogenic bacteria are 
well known for the autotrophic production of 2,3-BDO 

and have been the focus of many publications and opti-
mization studies. Acetogenic bacteria produce acetate 
and ethanol in large quantities and 2,3-BDO as a side 
product. Hence, many optimization studies revolve 
around shifting the end product towards a higher 2,3-
BDO yield involving (I) addition of cysteine leading to 
a 2,3-BDO concentration of 28.6 mM with  CO2 and  H2 
as substrates [42], (II) optimizing gas composition and 
adding CO as electron donor which increased the yield 
of 2,3-BDO in a fed-batch fermentation up to 188 mM 
[43] or (III) adding zinc and iron to the medium result-
ing in 22 mM of 2,3-BDO and a volumetric productiv-
ity of 38 mg  L−1  h−1 [44]. Although it will be necessary 
to show in scalable fermentation studies the robustness 
and long-term productivity of the developed C. neca-
tor strain, similar autotrophic productivities compared 
to acetogens were reached and 2,3-BDO was the main 
fermentation end product.

The ability to utilize syngas as a substrate is a signifi-
cant advantage for acetogens due to their capacity to 
consume gas blends containing high levels of carbon 
monoxide (CO) which is used as electron donor. On the 
downside, the hydrogenases of acetogenic bacteria are 
sensitive to CO which hampers the use of  H2 and CO 
at the same time at too high levels rendering it neces-
sary to first utilize one and then the other [45]. Interest-
ingly, the hydrogenases of C. necator were shown to be 
insensitive to CO [46, 47]. Naturally, C. necator lacks the 
essential carbon monoxide dehydrogenase to utilize CO 
but researchers could show that an engineered strain was 
able to utilize CO as substrate [4]. In addition, through 
laboratory evolution two critical mutations that enhance 
CO-tolerance of the organism were identified [48], pro-
viding the potential for engineering a viable strain that 
can use CO as a substrate with an increased resistance 
to its toxic effects. Alternatively, with aforementioned 
mutations, the microbe could also be used to clean CO 
in off-gas mixtures through consumption of  H2 and  CO2, 
thereby furnishing it as a reducer for various industrial 
carbonylation reactions in chemical production or cata-
lytic processes [49].

The hydrogen efficiencies were generally compara-
ble to those of other studies with C. necator [7, 40] but 
were inferior to acetogens that are commonly utilized in 
autotrophic production. Natural acetogenic producers 
of 2,3-BDO typically achieve a hydrogen yield of around 
90% including side products. However, the production 
of 2,3-BDO is limited to low concentrations and yields 
high amounts of byproducts such as acetate and ethanol 
[44]. Subsequently, these efficiencies might be mislead-
ing because the process requires upcycling of acetate to 
a final end product in a second step, resulting in a signifi-
cant decrease in overall efficiency.
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The addition of the CA gene cag did not lead to an 
increase in efficiencies. Although the strains showed 
slightly higher efficiencies, the differences were not sta-
tistically significant, as indicated by a two-tailed t-test, 
with p values of 0.36 for the strains bearing budC (E. clo-
acae) and 0.16 for the strains carrying budC (K. pneumo-
niae), respectively. Still, four different versions of CAs are 
present in C. necator H16, each having different roles in 
the  CO2 flux, ranging from pH regulation to bicarbonate 
supply for metabolism and  CO2 supply to the RuBisCO 
enzyme. Hence, the concerted concentration of all four 
CAs might have to be carefully adjusted to benefit from 
their catalysis regarding carbon and hydrogen efficiency 
[6].

The back-reaction of butanediol to acetoin is a remark-
able process that regulates NAD(P)H concentration and 
is necessary in wild-type strains for the utilization of 
butanediol/acetoin as a carbon source [3, 9]. Neverthe-
less, the deletion of the acoABC genes blocked further 
consumption of acetoin. Still the reaction from 2,3-BDO 
to acetoin was observed in all strains after the carbon 
source was depleted, but ceases in the autotrophic assays 
once the electron acceptor is no longer present. Hence, 
using continuous production, it seems possible to effi-
ciently suppress this unfavorable reaction.

The strains that grew at a faster rate demonstrated 
lower efficiencies, whereas those with slower growth 
exhibited higher values. This seems to indicate a direct 
relation between substrate uptake, metabolism and pro-
duction efficiencies. Within these lines, future studies 
will focus on upscaling and feeding strategies for con-
tinuous processes. Especially, feeding regimes have been 
shown in previous publications to be crucial for optimiz-
ing heterotrophic as well as autotrophic 2,3-BDO pro-
duction [44, 50].

The heterotrophic batch process model based on mass 
balances as differential equations was able to mimic the 
production of acetoin and 2,3-BDO based on fructose 
consumption and biomass growth for 3 heterotrophic 
tested strains. The incorporated model and proposed 
rate structures are similar as described in Möller et  al. 
[51]. The simulations for budC (K. pneumoniae), budC 
(K. aerogenes), and budC (E. cloacae) showed overall 
good fitting results. However, the biomass accumula-
tions were overestimated after the exponential growth 
phase until the substrate amount was too low and the 
effect of the lysis kinetic took place. The simulated ace-
toin values agreed well with the experimental data, up 
to the last measured point where their amount was pre-
dicted to be lower. This is due to the proposed reverse 
reaction of 2,3-BDO to acetoin as soon as the substrate 

is almost depleted, since the decreasing 2,3-BDO con-
centrations were calculated to be converted with a fitted 
theoretical yield coefficient around 0.97 g   g−1. However, 
the suggested product inhibition function [52] had no 
influence on the simulation results as the concentrations 
of 2,3-BDO were below the level of inhibition observed 
in the growth experiments at 10 mM, which could be the 
reason for an overestimated biomass simulation as the 
inhibitions influence is uncertain between 0 and 10 mM. 
The potential of autotrophic compared to heterotrophic 
2,3-BDO production implies a  CO2 reduction, whereas 
the biomass growth rate is usually less, similar to an auto-
trophic model describing PHB production with C. neca-
tor [22]. The developed autotrophic model was capable of 
predicting uptake, transfer of gases and the production of 
acetoin and 2,3-BDO well based on their calculated coef-
ficient of determination and is so far the only model for 
this process. However, the experimentally obtained data 
indicated variations in the reaction rates of autotrophic 
strains, necessitating individual adaptations of the model 
structures. For strain budC (K. pneumoniae), a forward 
reaction of acetoin to 2,3-BDO was considered when  CO2 
was almost depleted and a backward reaction occurred 
afterwards as long as enough  O2 was present. As soon 
as the two gases were consumed, the forward reaction 
appeared again. Those mathematically described effects 
were also integrated for cag (E. cloacae). Conversely, the 
model structure for budC (E. cloacae) does not incorpo-
rate the first forward reaction. For cag (K. pneumoniae), 
only the last forward reaction was considered, since the 
gases were not completely depleted. In case one, gas is 
depleted during the fermentation, the kinetic for the 
growth rate is switched, to describe an ongoing deple-
tion of the present gases. Otherwise, the reactions would 
stop in the simulations, since the term of the consumed 
gas would tend to zero. However, the suggested specific 
uptake rates to describe the observed kinetic reactions 
were mathematically formulated to be independent of the 
growth and linked with yield coefficients. This enables a 
simple applicable model structure to achieve prediction 
of the observed processes. The simulated volumetric 
productivities were in agreement with the experimental 
data and showed overall the highest volumetric produc-
tivities for the E. cloacae variants at the first sampling 
point with 40.86 mg  L−1  h−1 (budC) and 38.57 mg  L−1  h−1 
(cag) compared to K. pneumoniae variants with 17.25 mg 
 L−1  h−1 (budC) and 10.13 mg  L−1  h−1 (cag). However, the 
maximum yields from the simulations were found to be 
almost twice as much for the E. cloacae variants, hap-
pening before the first sampling point from the experi-
ments, which is in line with the earlier proposed higher 
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volumetric productivities due to the already depleted 
 CO2 at the first sampling points. Hence, the mathemati-
cal model is simulating a higher resolution of productivi-
ties than sampling once a day provides and is potentially 
showing volumetric productivities which will take place 
in long-term production experiments without substrate 
depletion. Additional to selecting the appropriate param-
eters and defining reasonable constraints, the selection 
of a suitable objective function and optimization method 
can significantly impact the estimations of parameters 
and the resulting simulation outcomes. In the future, 
this model could be extended to a fed-batch system, to 
describe control strategies and influences of different 
nutrient limitations.

Conclusions
In this study, we developed a carbon- and hydrogen-
efficient production strain capable of producing the plat-
form chemical 2,3-butanediol as main product from  CO2 
with a total volumetric productivity of 39.45 mg  L−1  h−1, 
a total product carbon yield of 81.6%, an  H2 efficiency of 
33.46%, and a specific productivity of 0.016  g of prod-
uct per gram of biomass per hour under autotrophic 
conditions. Growth studies have shown that the level 
of 2,3-BDO in the growth medium, when kept below 
500 mM, is somewhat growth inhibiting but not toxic for 
the strains. In addition, there are several reports on the 
extraction of butanediol during ongoing fermentations, 
which offer the possibility of industrially relevant long-
term production which may even heighten productivity 
over time [53]. The applied mathematical model simula-
tions were suitable to describe the batch processes com-
parable to the experimental data. However, the model 
structures were individually adapted depending on the 
observed processes for each strain to achieve an accurate 
prediction. With this, control strategies with minimum 
experimentation of the entire process could potentially 
be developed in the future.

Supplementary Information
The online version contains supplementary material available at https:// doi. 
org/ 10. 1186/ s13068- 024- 02549-7.

Supplementary material 1.

Supplementary material 2.

Supplementary material 3.

Supplementary material 4.

Acknowledgements
The results presented here were partially obtained as part of the BIOCTANE 
project (https://www.bioctane.eu/). The BIOCTANE project received EU fund-
ing from the European Climate, Infrastructure and Environment Executive 
Agency (CINEA) under the grant number 101084336. The CINEA receives 
support from the European Union’s Horizon Europe research and innova-
tion program. The authors would also like to thank the FNR (Fachagentur 

Nachwachsende Rohstoffe e.V.; grant number 2219NR051) and the BMBF 
(grant number 031B1053D) for funding this work.

Author contributions
Janek R. Weiler: preparation and presentation of the published work, lead 
writing the initial draft (including translations) and visualization/data presenta-
tion. Evolution of overarching research aims and methodology. Conducting 
of research and investigation process, specifically performing the cloning, 
growth and production experiments, data collection and calculations, 
analyses. Nikolai Jürgensen: co-writing the initial draft (including translation). 
Creation/programming/software development of mathematical model. 
Monica Infante Cornejo: conducting research and investigation process, 
specifically performing production experiments. Melanie T. Knoll: conduct-
ing research and investigation process, specifically cloning the cag gene. 
Johannes Gescher: ideas, formulation or evolution of overarching research 
goals and aims. Acquisition of the financial support for the project leading 
to this publication. Design of methodology. Management and coordination 
responsibility for the research activity planning and execution. Oversight and 
leadership responsibility for the research activity planning and execution, 
including mentorship.

Funding
Open Access funding enabled and organized by Projekt DEAL.

Availability of data and materials
The datasets supporting the conclusions of this article are included within the 
article and its additional files.

Declarations

Competing interests
There are no competing interests to declare.

Received: 22 April 2024   Accepted: 3 July 2024

References
 1. Yang T, Rao Z, Zhang X, Xu M, Xu Z, Yang ST. Metabolic engineering 

strategies for acetoin and 2,3-butanediol production: advances and 
prospects. Crit Rev Biotechnol. 2017;37:990–1005.

 2. Kirchberg A, Esfahani K, Röpert M-C, Wilhelm M, Meier MAR, Kirchberg 
A, et al. sustainable synthesis of non-isocyanate polyurethanes based on 
renewable 2,3-Butanediol. Macromol Chem Phys. 2022;223:2200010.

 3. Pohlmann A, Fricke WF, Reinecke F, Kusian B, Liesegang H, Cramm R, et al. 
Genome sequence of the bioplastic-producing “Knallgas” bacterium 
Ralstonia eutropha H16. Nat Biotechnol. 2006;24:1257–62.

 4. Heinrich D, Raberg M, Steinbüchel A. Studies on the aerobic utilization of 
synthesis gas (syngas) by wild type and recombinant strains of Ralstonia 
eutropha H16. Microb Biotechnol. 2018;11:647–56.

 5. Alagesan S, Minton NP, Malys N. 13 C-assisted metabolic flux analysis to 
investigate heterotrophic and mixotrophic metabolism in Cupriavidus 
necator H16. Metabolomics. 2018;14:1–10.

 6. Gai CS, Lu J, Brigham CJ, Bernardi AC, Sinskey AJ. Insights into bacterial 
 CO2 metabolism revealed by the characterization of four carbonic anhy-
drases in Ralstonia eutropha H16. AMB Express. 2014;4:1–12.

 7. Windhorst C, Gescher J. Efficient biochemical production of acetoin 
from carbon dioxide using Cupriavidus necator H16. Biotechnol Biofuels. 
2019;12:1–11.

 8. Härrer D, Windhorst C, Böhner N, Novion Ducassou J, Couté Y, Gescher 
J. Production of acetoin from renewable resources under heterotrophic 
and mixotrophic conditions. Bioresour Technol. 2021;329:124866.

 9. Ji XJ, Huang H, Ouyang PK. Microbial 2,3-butanediol production: a state-
of-the-art review. Biotechnol Adv. 2011;29:351–64.

 10. Jantama K, Polyiam P, Khunnonkwao P, Chan S, Sangproo M, Khor K, et al. 
Efficient reduction of the formation of by-products and improvement 
of production yield of 2,3-butanediol by a combined deletion of alcohol 

https://doi.org/10.1186/s13068-024-02549-7
https://doi.org/10.1186/s13068-024-02549-7


Page 16 of 16Weiler et al. Biotechnology for Biofuels and Bioproducts          (2024) 17:108 

dehydrogenase, acetate kinase-phosphotransacetylase, and lactate 
dehydrogenase genes in metabolically engineered Klebsiella oxytoca in 
mineral salts medium. Metab Eng. 2015;30:16–26.

 11. Tinôco D, Seldin L, de Andrade L, Coutinho P, Freire DMG. Optimization 
of fermentation conditions as a metabolic strategy for the high-yield and 
high-selectivity bio-based 2,3-butanediol production. J Ind Eng Chem. 
2023;125:345–59.

 12. Nakashima N, Akita H, Hoshino T. Establishment of a novel gene expres-
sion method, BICES (biomass-inducible chromosome-based expression 
system), and its application to the production of 2,3-butanediol and 
acetoin. Metab Eng. 2014;25:204–14.

 13. Kim JW, Seo SO, Zhang GC, Jin YS, Seo JH. Expression of Lactococcus lactis 
NADH oxidase increases 2,3-butanediol production in Pdc-deficient Sac-
charomyces cerevisiae. Bioresour Technol. 2015;191:512–9.

 14. Köpke M, Mihalcea C, Liew FM, Tizard JH, Ali MS, Conolly JJ, et al. 
2,3-butanediol production by acetogenic bacteria, an alternative route 
to chemical synthesis, using industrial waste gas. Appl Environ Microbiol. 
2011;77:5467–75.

 15. Oliver JWK, Machado IMP, Yoneda H, Atsumi S. Cyanobacterial conver-
sion of carbon dioxide to 2,3-butanediol. Proc Natl Acad Sci U S A. 
2013;110:1249–54.

 16. Lopar M, Vrana Špoljarić I, Atlić A, Koller M, Braunegg G, Horvat P. Five-
step continuous production of PHB analyzed by elementary flux, modes, 
yield space analysis and high structured metabolic model. Biochem Eng 
J. 2013;79:57–70.

 17. Vrana Špoljarić I, Lopar M, Koller M, Muhr A, Salerno A, Reiterer A, et al. 
Mathematical modeling of poly[(R)-3-hydroxyalkanoate] synthesis by 
Cupriavidus necator DSM 545 on substrates stemming from biodiesel 
production. Bioresour Technol. 2013;133:482–94.

 18. Horvat P, Vrana Špoljarić I, Lopar M, Atlić A, Koller M, Braunegg G. Math-
ematical modelling and process optimization of a continuous 5-stage 
bioreactor cascade for production of poly[-(R)-3-hydroxybutyrate] by 
Cupriavidus necator. Bioprocess Biosyst Eng. 2013;36:1235–50.

 19. Yousuf RG, Winterburn JB. Date seed characterisation, substrate extrac-
tion and process modelling for the production of polyhydroxybutyrate 
by Cupriavidus necator. Bioresour Technol. 2016;222:242–51.

 20. Shahhosseini S. Simulation and optimisation of PHB production in fed-
batch culture of Ralstonia eutropha. Process Biochem. 2004;39:963–9.

 21. Mozumder MSI, Goormachtigh L, Garcia-Gonzalez L, De Wever H, Volcke 
EIP. Modeling pure culture heterotrophic production of polyhydroxybu-
tyrate (PHB). Bioresour Technol. 2014;155:272–80.

 22. Mozumder MSI, Garcia-Gonzalez L, De WH, Volcke EIP. Poly(3-hydroxy-
butyrate) (PHB) production from  CO2: Model development and process 
optimization. Biochem Eng J. 2015;98:107–16.

 23. Kim DK, Park JM, Song H, Chang YK. Kinetic modeling of substrate and 
product inhibition for 2,3-butanediol production by Klebsiella oxytoca. 
Biochem Eng J. 2016;114:94–100.

 24. Nakamura Y, Gojobori T, Ikemura T. Codon usage tabulated from interna-
tional DNA sequence databases: status for the year 2000. Nucleic Acids 
Res. 2000;28:292–292.

 25. Gibson DG, Young L, Chuang RY, Venter JC, Hutchison CA, Smith HO. 
Enzymatic assembly of DNA molecules up to several hundred kilobases. 
Nat Methods. 2009;6:343–5.

 26. Bunting CFC, Fuchs G. Anaerobic metabolism of 2-hydroxyben-
zoic acid (salicylic acid) by a denitrifying bacterium. Arch Microbiol. 
1996;165:402–8.

 27. Harris RF, Adams SS. Determination of the carbon-bound electron com-
position of microbial cells and metabolites by dichromate oxidation. Appl 
Environ Microbiol. 1979;37:237–43.

 28. Aehle M, Bork K, Schaepe S, Kuprijanov A, Horstkorte R, Simutis R, et al. 
Increasing batch-to-batch reproducibility of CHO-cell cultures using a 
model predictive control approach. Cytotechnology. 2012;64:623–34.

 29. Sander R. Compilation of Henry’s law constants (version 5.0.0) for water as 
solvent. Atmos Chem Phys. 2023;23:10901–2440.

 30. Arndt L, Wiegmann V, Kuchemüller KB, Baganz F, Pörtner R, Möller J. 
Model-based workflow for scale-up of process strategies developed in 
miniaturized bioreactor systems. Biotechnol Prog. 2021;37:e3122.

 31. Knoll MT, Jürgensen N, Weiler JR, Gescher J. Predictability and robustness 
of anode biofilm to changing potential in microbial electrolysis system. 
Bioresour Technol Reports. 2023;24:101640.

 32. Białkowska AM. Strategies for efficient and economical 2,3-butanediol 
production: new trends in this field. World J Microbiol Biotechnol. 2016. 
https:// doi. org/ 10. 1007/ s11274- 016- 2161-x.

 33. Celińska E, Grajek W. Biotechnological production of 2,3-butanediol—
current state and prospects. Biotechnol Adv. 2009;27:715–25.

 34. Syu MJ. Biological production of 2,3-butanediol. Appl Microbiol Biotech-
nol. 2001;55:10–8.

 35. Okonkwo CC, Ujor V, Ezeji TC. Investigation of relationship between 
2,3-butanediol toxicity and production during growth of Paenibacillus 
polymyxa. N Biotechnol. 2017;34:23–31.

 36. Jahn M, Vorpahl C, Hübschmann T, Harms H, Müller S. Copy number 
variability of expression plasmids determined by cell sorting and droplet 
digital PCR. Microb Cell Fact. 2016;15:1–12.

 37. Friehs K. Plasmid copy number and plasmid stability. Adv Biochem Eng 
Biotechnol. 2004;86:47–82.

 38. Korać Jačić J, Milenković MR, Bajuk-Bogdanović D, Stanković D, 
Dimitrijević M, Spasojević I. The impact of ferric iron and pH on photo-
degradation of tetracycline in water. J Photochem Photobiol A Chem. 
2022;433:114155.

 39. Krieg T, Sydow A, Faust S, Huth I, Holtmann D.  CO2 to terpenes: auto-
trophic and electroautotrophic α-humulene production with Cupriavidus 
necator. Angew Chemie Int Ed. 2018;57:1879–82.

 40. Bommareddy RR, Wang Y, Pearcy N, Hayes M, Lester E, Minton NP, et al. A 
sustainable chemicals manufacturing paradigm using CO2 and renew-
able H2. Science. 2020;23:101218.

 41. Oliver JWK, Machado IMP, Yoneda H, Atsumi S. Combinatorial opti-
mization of cyanobacterial 2,3-butanediol production. Metab Eng. 
2014;22:76–82.

 42. Yang Y, Cao W, Shen F, Liu Z, Qin L, Liang X, et al. L-Cys-assisted conversion 
of  H2/CO2 to Biochemicals using Clostridium ljungdahlii. Appl Biochem 
Biotechnol. 2023;195:844–60.

 43. Zhu HF, Liu ZY, Zhou X, Yi JH, Lun ZM, Wang SN, et al. Energy conserva-
tion and carbon flux distribution during fermentation of CO or  H2/CO2 
by Clostridium ljungdahlii. Front Microbiol. 2020. https:// doi. org/ 10. 3389/ 
fmicb. 2020. 00416.

 44. Ricci L, Agostino V, Fino D, Re A. Screening of gas substrate and medium 
effects on 2,3-butanediol production with C. ljungdahlii and C. autoetha-
nogenum aided by improved autotrophic cultivation technique. Ferment. 
2021;7:264.

 45. Bertsch J, Müller V. Bioenergetic constraints for conversion of syngas to 
biofuels in acetogenic bacteria. Biotechnol Biofuels. 2015;8:1–12.

 46. Friedrich B, Fritsch J, Lenz O. Oxygen-tolerant hydrogenases in hydrogen-
based technologies. Curr Opin Biotechnol. 2011;22:358–64.

 47. Fritsch J, Lenz O, Friedrich B. Structure, function and biosynthesis of 
 O2-tolerant hydrogenases. Nat Rev Microbiol. 2013;11:106–14.

 48. Wickham-Smith C, Malys N, Winzer K. Improving carbon monoxide toler-
ance of Cupriavidus necator H16 through adaptive laboratory evolution. 
Front Bioeng Biotechnol. 2023;11:1178536.

 49. Jiang Y, Yang X, Zeng D, Su Y, Zhang Y. Microbial conversion of syn-
gas to single cell protein: the role of carbon monoxide. Chem Eng J. 
2022;450:138041.

 50. Tinôco D, de Castro RPV, Teixeira D, de Junior FAB, de Júnior EO, de 
Coutinho PLA, et al. Relationship between feeding strategies and nitro-
gen sources in platform chemical bio-based 2,3-butanediol production in 
fed-batch fermentation. React Chem Eng. 2023;8:2245–57.

 51. Möller J, Kuchemüller KB, Steinmetz T, Koopmann KS, Pörtner R. Model-
assisted design of experiments as a concept for knowledge-based 
bioprocess development. Bioprocess Biosyst Eng. 2019;42:867–82.

 52. Mulchandani A, Luong JHT. Microbial inhibition kinetics revisited. Enzyme 
Microb Technol. 1989;11:66–73.

 53. Anvari M, Khayati G. In situ recovery of 2,3-butanediol from fermentation 
by liquid–liquid extraction. J Ind Microbiol Biotechnol. 2009;36:313–7.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub-
lished maps and institutional affiliations.

https://doi.org/10.1007/s11274-016-2161-x
https://doi.org/10.3389/fmicb.2020.00416
https://doi.org/10.3389/fmicb.2020.00416

	Strain and model development for auto- and heterotrophic 2,3-butanediol production using Cupriavidus necator H16
	Abstract 
	Introduction
	Materials and methods
	Chemicals
	Strains and media
	Growth experiments
	Production tests
	Genetic construction
	Substrate and product analysis
	High-performance liquid chromatography
	Gas chromatography
	Micro-GC

	Calculation of biomass and efficiencies
	Determination of biomass
	Biomass yield

	Specific growth rate
	Carbon yield under heterotrophic conditions
	Carbon yield under autotrophic conditions
	Hydrogen efficiency
	Mathematical process model
	Heterotrophic process model
	Autotrophic process model
	Parameter estimation

	Results
	Tolerance growth tests
	Heterotrophic production tests
	Autotrophic production tests

	Discussion
	Conclusions
	Acknowledgements
	References


