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Abstract
Background: Sugar cane internodes can be divided diagonally into four fractions, of which the two innermost
ones are the least recalcitrant pith and the moderately accessible pith-rind interface. These fractions differ in
enzymatic hydrolyzability due to structural differences. In general, cellulose hydrolysis in plants is hindered by
its physical interaction with hemicellulose and lignin. Lignin is believed to be linked covalently to hemicellulose
through hydroxycinnamic acids, forming a compact matrix around the polysaccharides. Acetyl xylan esterase and
three feruloyl esterases were evaluated for their potential to fragment the lignocellulosic network in sugar cane
and to indirectly increase the accessibility of cellulose.
Results: The hydrolyzability of the pith and pith-rind interface fractions of a low-lignin-containing sugar cane clone
(H58) was compared to that of a reference cultivar (RC). Acetyl xylan esterase enhanced the rate and overall yield of
cellulose and xylan hydrolysis in all four substrates. Of the three feruloyl esterases tested, only TsFaeC was capable
of releasing p-coumaric acid, while AnFaeA and NcFaeD released ferulic acid from both the pith and interface
fractions. Ferulic acid release was higher from the less recalcitrant clone (H58)/fraction (pith), whereas more
p-coumaric acid was released from the clone (RC)/fraction (interface) with a higher lignin content. In addition,
a compositional analysis of the four fractions revealed that p-coumaroyl content correlated with lignin, while
feruloyl content correlated with arabinose content, suggesting different esterification patterns of these two
hydroxycinnamic acids. Despite the extensive release of phenolic acids, feruloyl esterases only moderately
promoted enzyme access to cellulose or xylan.
Conclusions: Acetyl xylan esterase TrAXE was more efficient in enhancing the overall saccharification of sugar cane,
compared to the feruloyl esterases AnFaeA, TsFaeC, and NcFaeD. The hydroxycinnamic acid composition of sugar
cane fractions and the hydrolysis data together suggest that feruloyl groups are more likely to decorate xylan, while
p-coumaroyl groups are rather linked to lignin. The three different feruloyl esterases had distinct product profiles on
non-pretreated sugar cane substrate, indicating that sugar cane pith could function as a possible natural substrate
for feruloyl esterase activity measurements. Hydrolysis data suggest that TsFaeC was able to release p-coumaroyl
groups esterifying lignin.
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Background
Sugar cane is the main source for sucrose production in
countries such as Brazil, India, and China. In Brazil
alone, approximately 588 million tons of sugar cane was
produced, primarily for sucrose, in the 2012/2013
harvest season [1]. Part of the recovered sucrose is used
to produce ethanol as biofuel, and sugar cane bagasse is
burned to produce steam and electricity. More recently,
however, the recovery, hydrolysis, and fermentation of
cellulose from sugar cane bagasse has gained focus for
producing additional ethanol without increasing the
planted area [2]. However, like most lignocellulosic
materials, sugar cane bagasse is recalcitrant to enzymatic
hydrolysis. A recent report indicates that sugar cane
recalcitrance varies significantly with internode regions
and cultivar type [3]. The central part (pith and
pith-rind interface) of the internodes is less recalcitrant,
especially in plants with low lignin content. Although the
pith and pith-rind interface together represent only
24 to 26% of the internode sugar cane dry mass, they
are interesting fractions suitable for direct (without
pretreatment) enzymatic hydrolysis, giving moderate
to high glucose yields. These fractions include most
of the naturally occurring chemical linkages present
in the lignocellulose of monocots, which is not the case
with severely pretreated materials [4]. Hence, natural
sugar cane fractions are attractive substrates for studying
the role of accessory enzymes in experimental hydrolysis
cocktails.
Understanding the fundamental structure/anatomy
of plant tissues is key in predicting the enzymatic
hydrolyzability of plant tissues into monomeric sugars
[5]. The most common herbaceous agricultural waste
materials being evaluated as raw biorefinery materials,
such as corn stover, wheat straw, and sugar cane bagasse,
are monocots [2,4]. In monocotyledons, the cell distribution along the axial axes of the plant is different
than that observed in gymnosperms and dicotyledonous angiosperms. The cross section of internodes of
monocotyledons presents vascular bundles surrounded
by parenchyma cells. Each vascular bundle contains a
small phloem (sieve elements and companion cells),
whereas most of the bundle area is composed of vessels
and fiber cells. The fibers are approximately 15 to 25 μm in
diameter and 0.6 to 1.7 mm in length [6]. The parenchyma
cells surrounding the vascular bundles have the main
function of storing reserve materials, which in the
case of sugar cane is composed mainly of sucrose.
Sugar cane internodes can be divided into three
concentric layers based on the structure of plant tissues
and the distribution of vascular bundles: pith, pith-rind
interface, and rind (as one moves radially outwards from
the middle to the epidermis [3]; see also Additional file 1:
Figure S1). The inner, pith, region is rich in parenchyma
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cells, whereas the rind region contains more vascular
bundles. Whereas parenchyma cells have bigger lumens
and thinner cell walls, vascular bundles are composed of
tightly packed vessel elements surrounded by sclerenchyma
cells with a small lumen and thick, lignified cell walls.
Apart from the chemical composition, the structure of
these tissues has been shown to play a key role in the
impedance of hydrolysis with enzymes. The resistance of
these sugar cane fractions to hydrolysis with glycoside
hydrolases has been shown to correlate with the relative
area occupied by vascular bundles [3]. Consequently, the
enzymatic hydrolyzability dramatically drops when moving
outwards from pith to rind.
Even though the composition of the cell wall may
differ by plant cell type, cellulose is embedded in a
hemicellulose-lignin matrix. In annual plants, lignin
presents some covalent linkages with arabinoxylan
through phenolic acids, tightening the three-dimensional
structure around cellulose [7-9]. Xylan may be acetylated
or arabinosylated at the positions C-2 and/or C-3; the
arabinose substituents are occasionally esterified with
phenolic acids at the C-5 position. Phenolic acids,
especially ferulic acid, aptly form direct ester-ether linkages
between carbohydrates and lignin in plants, attaching
lignin to the carbohydrate fraction and hence potentially
forming a physical barrier to glycoside hydrolases through
both substitution and steric hindrance. By fragmenting the
hemicellulose-lignin network, accessory enzymes such as
endoxylanase (EC 3.2.1.8), arabinosidase (EC 3.2.1.55),
acetyl xylan esterase (AXE, EC 3.1.1.72), and feruloyl
esterase (FAE, EC 3.1.1.73) have the potential to indirectly
increase the hydrolyzability of cellulose [10,11]. Endoxylanases belonging to the glycoside hydrolase family 10 have
been suggested to have lower substrate specificity and
hence to be more efficient in solubilizing xylan from
pretreated wheat straw than family 11 endoxylanases
[12-14]. Feruloyl esterases can be classified into four types
based on sequence homology and substrate specificity
depending on which synthetic methyl esters of various
hydroxycinnamic acids they are able to cleave and on
whether they are able to release diferulic acid [15].
In this work, two sugar cane plant clones with varying
composition were selected, and the two innermost fractions
of their internodes (pith and pith-rind interface) were
subjected to hydrolysis with mixtures of individual
purified enzymes. In particular, xylanases (endoxylanase
TmXyn10A from Thermotoga maritima and β-xylosidase
BpXyn43 from Bacillus pumilus), acetyl xylan esterase
(TrAXE from Trichoderma reesei), and three feruloyl
esterases (AnFaeA from Aspergillus niger, TsFaeC from
Talaromyces stipitatus, and NcFaeD from Neurospora
crassa) were combined with a basic cellulase mixture.
The hydrolytic efficiency of cellulases with and without
accessory enzymes was compared.
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Results and discussion
Chemical composition

Sugar cane clones of varying chemical composition have
been grown in Lorena (SP, Brazil), characterized, and evaluated for their overall chemical composition as previously
described [16]. From those clones, a hybrid with significantly lower lignin and significantly higher hemicellulose
content (H58, containing 18.6 ± 0.1% of DW lignin and
26.3 ± 0.1% of DW hemicellulose) was chosen, and its
susceptibility to hydrolysis was compared to that of a
reference cultivar (RC, containing 24.5 ± 0.5% of DW lignin
and 25.2 ± 0.4% of DW hemicellulose). These two clones
were fractionated radially into four parts, and the chemical
composition of these fractions was determined as described
by Masarin et al. [16]; the composition of H58 has been
previously reported by Costa et al. [3] (Table 1).
The lignin content in the internal (pith and interface)
fractions of the hybrid 58 (H58) sugar cane was lower,
12.6 and 15.5% of DW, than that detected in the reference
cultivar (RC), 17.2 and 22.1% of DW, respectively, for the
two fractions (Table 1). At the same time, H58 was enriched
in both cellulose and arabinoxylan. The arabinosylation and
acetylation patterns of xylan seem similar in the two clones;
specifically, one arabinose unit per 10 to 11 xylose units on
average in the pith and one arabinose unit per 13 to
14 xylose units in the interface region. Interestingly,
acetylation of xylan seemed independent of tissue
structure; the degree of acetylation was 0.4 to 0.5 in
both the pith and interface regions. Due to differences in
properties of the cell wall types, the lignin content of
the pith region falls below 80% of that of the pith-rind
interface. In general, pith, mostly composed of large
parenchyma cells and thin-walled fibers, contains less
lignin and more cellulose than the pith-rind interface,
where parenchyma cells are smaller and thick-walled
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fiber elements are more abundant [6], as also reported by
Costa et al. [3].
In general, the lower lignin content in H58 concurs
with a lower extent of substitution of plant cell wall
polymers with phenolic acids: overall, the low-lignincontaining hybrid H58 contained 35 to 50% less phenolic
acids than the RC, despite their similar xylan content
(Table 1). Of the phenolic acids, no significant difference
could be observed in the distribution of ferulic acid across
the internode. Similarly to other sugar cane clones studied
by Costa et al. [3], both clones contained similar amounts
of ferulic acid, coinciding with the arabinose content, in
the pith and interface fractions (Table 1). On the other
hand, the amount of p-coumaroyl groups was found to
correlate with the lignin content, being lower in the pith
and higher in the interface fractions of both clones. In
agreement with previous observations on sugar cane
[3,17], we found that p-coumaroyl groups were more
abundant in all four sugar cane fractions (both clones)
than feruloyl groups. Similar to maize, in sugar cane
p-coumaroyl groups predominantly esterify lignin, while
feruloyl groups esterify hemicellulose [17,18]. The incorporation of p-coumaric acid into lignin and that of ferulic
acid into arabinoxylan have been described prior to
polymerization of the corresponding plant cell wall
polymers in maize [18,19]. Our results corroborate these
observations: p-coumaroyl groups were more likely to be
found in lignin, while feruloyl groups rather esterified
xylan and linked xylan to lignin (Table 1).
Effect of xylanase and β-xylosidase on cellulose hydrolysis
in two sugar cane clones with different lignin content

The internal, pith and pith-rind interface, fractions of two
sugar cane clones were hydrolyzed with mixtures of purified cellulases and of cellulases and xylanases. The cellulase

Table 1 Chemical composition of sugar cane clones hybrid 58 (H58) and reference cultivar (RC)
Clone

H58

RC

Component (% of DW)

Pith

Interface

Pith

Interface

Glucose

53.0 ± 0.9

46.9 ± 0.7

49.2 ± 0.6

42.6 ± 0.1

Xylose

16.2 ± 0.4

19.9 ± 0.3

15.3 ± 0.2

18.2 ± 0.2

Arabinose

1.5 ± 0.1 (10.5)*

1.5 ± 0.1 (13.3)*

1.5 ± 0.0 (10.2)*

1.3 ± 0.1 (13.7)*

Acetyl groups

2.8 ± 0.1 (1.9)**

3.9 ± 0.1 (1.7)**

2.4 ± 0.2 (2.0)**

3.1 ± 0.0 (1.9)**

Lignin
Feruloyl groups
p-Coumaroyl groups

12.6 ± 0.3

15.5 ± 0.3

17.2 ± 0.2

22.1 ± 0.3

ester

0.34 ± 0.05

0.34 ± 0.05

0.47 ± 0.05

0.49 ± 0.08

ester and ether

0.91 ± 0.08

0.86 ± 0.17

1.41 ± 0.12

1.55 ± 0.11

ester

0.84 ± 0.09

1.02 ± 0.22

1.39 ± 0.17

1.93 ± 0.43

ester and ether

3.29 ± 0.22

3.65 ± 0.39

5.06 ± 0.67

7.83 ± 0.73

*The molar ratio of xylose and arabinose units is reported in brackets.
**The molar ratio of xylose units and acetyl groups is reported in brackets.
The composition is presented as percentage of total dry weight (DW) of substrate. The sugars are given as anhydro sugars. Phenolic acid esters were measured
after mild alkali extraction; the sum of phenolic acid esters and ethers was measured after severe alkali extraction [16]. The composition of the H58 fractions was
adapted from Costa et al. [3].
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mixture (C) was composed of purified cellulases TrCel7A,
TrCel6A, TrCel5A, and TrCel7B in a ratio 60:20:10:10
at a total protein dosage of 5 mg/g dry weight (DW)
supplemented with β-glucosidase AnCel3A at 10.0 IU/g
DW; the xylanase mixture (X) was composed of xylanase
TmXyn10A at 0.25 mg/g DW and β-xylosidase BpXyn43
at 10 IU/g DW dosage.
Due to the abundance of parenchyma cells with
thinner cell walls and the lower occurrence of vascular
bundles, the pith was more accessible than the outer
pith-rind interface fraction in both clones. The pith
fraction yielded twice as much glucose with both C
and C-X mixtures (70 to 77% of total glucan) than
the pith-rind interface (25 to 44% of total glucan)
(Figure 1), as also observed in earlier work using
commercial cellulases by Costa et al. [3]. Due to the
27 to 30% lower lignin content in H58 (Table 1), both
pith and interface fractions were hydrolyzed more
readily when compared to those in the RC. An almost
twofold difference in the efficiency of cellulose hydrolysis
could be observed during the course of hydrolysis in the
interface fractions: 25% of total glucan was released after
72 h in the RC and 41 to 44% of total glucan in H58
(Figure 1B). This difference was much less pronounced,
although noticeable, between the less resistant pith
fractions. After 72 h of reaction, the glucose release from
the RC and H58 piths leveled at similar values: 70% of
total glucan in RC and slightly higher, 73 to 77% of total
glucan, in H58 with the C and C-X mixtures (Figure 1A).
Despite the high xylan content of RC, (18.2% of DW
in interface and 15.3% in pith), the addition of xylanase
had only a slight effect on the overall glucose release
from the RC fractions after 24 h (Figure 1). As a result
of xylanase addition, alteration from the yield obtained
with the mixture C could only be observed in the initial
phase of hydrolysis. The slight increase was, however,
significant only in the initial hydrolysis (t-test: P < 0.01
at 4 h and P < 0.10 for RC pith at 8 h; P < 0.01 up to 8 h

H58-C

for H58 pith) of pith in RC (Figure 1A). The variation
between batches of H58 internodes resulted in a
high standard deviation in glucose release (Figure 1),
overshadowing differences between the enzyme mixtures
in conversion yield (t-test: P = 0.163 at 4 h and P = 0.096
at 8 h for H58 interface).
The fact that no significant increase in glucose release
could be seen by supplementing xylanases is likely due
to the promiscuity of TrCel7B, which exhibits activity on
xylan [20,21]. Indeed, a release of monomeric xylose
units was observed also with mixture C, containing
TrCel7B but no xylanases (Figure 2). These suggest that
the level of TrCel7B in mixture C was high enough
to depolymerize xylan satisfactorily without additional
xylanase in order to increase accessibility of cellulose.
Xylanase addition, on the other hand, had a clear impact
on the release of xylose monomers. Supplementing
mixture X (TmXyn10A xylanase and BpXyn43 β-xylosidase)
to mixture C led to a significant increase (by 25 to
71%, t-test: P < 0.01) in xylose release from the pith
of the H58 clone with lower lignin content, whereas the
increase was less significant (t-test: 0.01 < P < 0.03 up to
48 h) in the interface fraction of H58 (Figure 2C, D). In
RC, however, the effect seemed to be the opposite: xylose
release was significantly higher (by 19 to 24% after at least
24 h of incubation, t-test: P < 0.01) from the interface with
the mixture C-X than C, while only a minor positive effect
in the pith fraction could be detected (t-test: P > 0.10)
(Figure 2A, B). The data indicate that there may be
differences in the distribution and/or structure of xylan
between the two clones.
Effect of acetyl xylan esterase on hydrolysis of xylan and
cellulose

Acetyl xylan esterase has been found to enhance complete
hydrolysis of acetylated xylans to xylose monomers by
removing substitutions, which prevent the xylan backbone
from sitting in the catalytic site of endoxylanase and
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B
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100

Pith

Hydrolysis yield
(% of cellulose)

Hydrolysis yield
(% of cellulose)
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0
0

24

48

Time (h)

72

0

24

48
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Figure 1 The effect of xylanase supplementation on enzymatic glucose release from sugar cane fractions. Hydrolysis of pith (A) and interface
(B) fractions of the sugar cane clones H58 (red square marks) and RC (blue triangle marks) with cellulase mixture with (C-X; open symbols) and without
(C; full symbols) xylanase. The loading of cellulases was 5 mg/g DW, of xylanase 0.25 mg/g DW. For further details see Materials and methods section.
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Figure 2 The effect of xylanase supplementation on enzymatic xylose release from sugar cane fractions. Xylose release from pith (A, C) and
interface (B, D) fractions of RC (A, B, blue marks) and H58 (C, D, red marks) with C (solid line), C-X (dashed line), and C-X-AXE (dotted orange line)
enzyme mixtures.

β-xylosidase [22-24]. In fact, acetyl xylan esterase improves
the release of not only xylose but also glucose [11] as the
concomitant hydrolysis of intertwined xylan and cellulose
enhances overall hydrolyzability of both polysaccharides
[21,25] and as monomerization of xylooligosaccharides
alleviates inhibition of cellulases by xylooligosaccharides
[26]. In accordance with these features, we observed a
positive impact on the release of xylose and glucose
monomers during the hydrolysis of pith and interface
fractions of sugar cane when the cellulase-xylanase
(C-X) mixture was complemented with 0.25 mg/g DW
TrAXE (C-X-AXE). What is striking from the results is
that TrAXE improved not only the final degree (after
72 h) but also the initial rate (that is, the degree after 4 h)
of hydrolysis of both xylan and cellulose in RC (Figures 2
and 3). Supplying TrAXE to the C-X mixture increased
cellulose conversion by 17% and 25% after 4 h and by 7%
and 22% after 72 h in RC pith and interface, respectively.
Moreover, the xylose release increased by 8% and 39%
after 4 h and by 28% and 36% after 72 h in the
corresponding fractions. Again, differences in glucose
release from the clone H58 were suppressed by the
large variation between batches of H58 internodes
(Figure 3C-D). Reaching a higher yield at the end of
hydrolysis infers that supplementing with TrAXE
facilitated the hydrolysis of previously inaccessible
cellulose and xylan structures. At the same time glucose
and xylose units were released from the substrate at a
higher pace in the presence of TrAXE, resulting in a

higher yield of glucose and xylose even in the beginning of
hydrolysis.
Despite morphological differences between the two
sugar cane fractions and the clearly higher accessibility
of cellulose in pith than in interface (see the twofold
yield in Figure 1), the overall xylose release was fairly
similar from the pith and interface fractions in both
clones (Figure 2). After 72 h approximately 9 to 12% of
the total xylose could be released as monomers with
the C or C-X, and 14 to 15% of the total xylose with the
C-X-AXE mixture. The formation of xylose monomers
was significantly enhanced by TrAXE for both clones
(t-test: P < 0.03 after 72 h for all four fractions). In the RC
fractions the effect of TrAXE on xylose release seemed to
be larger compared to the effect of X (Figure 2A-B). This
implies that the xylooligosaccharides released by TrCel7B
and TmXyn10A C-X were acetylated in a way that
prevented their cleavage to monomers by β-xylosidase
[22]. In agreement with the similar degree of acetylation
in the pith or interface fraction of the two clones (Table 1),
the pith of both clones gave similar yields with the C and
C-X-AXE mixtures, although the C-X mixture seemed
slightly more efficient in the pith of H58. Although
cellulose was clearly more accessible in the interface
fraction of the low-lignin-containing sugar cane clone
(H58) than in that of RC (see the twofold yield in
Figure 3B, D), none of the three enzyme mixtures (C,
C-X, and C-X-AXE) could reach higher xylose release
from the interface of H58 than from that of RC (Figure 2),
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Figure 3 The effect of acetyl xylan esterase supplementation on enzymatic glucose release from sugar cane fractions. Glucose release
from pith (A, C) and interface (B, D) fractions of RC (A, B, blue marks) and H58 (C, D, red marks) with C (solid line), C-X (dashed line), and C-X-AXE
(dotted orange line) enzyme mixtures.

presumably due to arabinosylation of xylan, making it
more resistant to monomerization.
Similar to a previous report by Selig et al. [11],
addition of AXE led to an increase not only in the xylose
but in the glucose release in RC (Figure 2A,B and
Figure 3A, B). This infers better fragmentation of xylan in
the presence of TrAXE, creating new cleavage sites for
endoxylanase [22] and that solubilization of additional
xylan facilitated concomitant hydrolysis of previously
inaccessible cellulose [21]. Although the xylose release
showed a similar trend in both clones, the effect of AXE
on the glucose yield was significant only in RC and was
less pronounced in H58 (in fact, it was significant only in
the initial phase of hydrolysis due to the large variation in
the H58 samples). Despite the increase in xylose release
when supplementing with the AXE, no additional
cellulose seems to have been solubilized, implying that
deacetylation of xylan in H58 pith did not lead to the
release of previously unhydrolyzed xylan and consequently
cellulose structures.
As a result of supplementing the C-X mixture with
TrAXE, the release of acetic acid was already detected in
the beginning of hydrolysis (after 4 h), demonstrating
the activity of AXE on sugar cane (Figure 4). Interestingly,
acetic acid was also released from sugar cane when it was
incubating with the C and C-X mixtures (in the absence
of the AXE), and the amount gradually increased during
the course of hydrolysis. By 72 h of hydrolysis, 22 to 28%

of the total acetyl groups were released by C-X-AXE from
all four fractions, accounting for 2.6 to 4.0 mM acetic acid
in the reaction mixtures. The increase in acidity was
minimal during reaction as the release of acidic
groups was compensated by a high buffer capacity (50 mM
sodium citrate buffer). In all four fractions the increase in
release of acetic acid coincided with an increase in both
glucose and xylose release (Figures 2, 3, and 4), which is in
agreement with previous findings [11,22]. After 72 h of
incubation with the mixture C-X-AXE, deacetylation of
sugar cane occurred in general to a higher extent in the
pith fractions than in the interface of the tissues (Figure 4).
Effect of feruloyl and p-coumaroyl esterases on phenolic
acid, xylose, and glucose release during hydrolysis of
sugar cane

Feruloyl esterases have been found to increase the
hydrolysis of xylan and cellulose in several crops
[11,27]. We selected three feruloyl esterases belonging to
different substrate specificity groups, AnFaeA from
Aspergillus niger, TsFaeC from Talaromyces stipitatus, and
NcFaeD from Neurospora crassa, to compare their
potential to enhance total solubilization of sugar cane.
Feruloyl esterases were supplemented to the C-X mixture
at a loading of 0.25 mg/g DW substrate. The three
feruloyl esterases exhibited distinct substrate profiles
on non-pretreated milled sugar cane. Type A and C, and
to a limited extent also type D, feruloyl esterases released
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Figure 4 Release of acetic acid from sugar cane with the C, C-X, and C-X-AXE enzyme mixtures.
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from the pith and 9.7% and 13.4% of FA esters from
the interface fraction of RC, respectively. Pith was
more accessible than interface not only to cellulases
(Figure 1) but also to feruloyl esterases (Table 2), despite
the similar ferulic acid content of these two fractions. This
trend did not change between the two evaluated plants:
FA release was higher from the pith (46.8% and 48.6% of
FA esters) than from the interface (34.3% and 34.0% of FA
esters with AnFaeA and TsFaeC, respectively) of H58
with reduced lignin content after a 72-h hydrolysis
with C-X-FAE mixtures (Table 2). In fact, the extent
of FA release was three times higher in each fraction
of the low-lignin-containing hybrid clone H58 than in the
corresponding fractions of the RC. NcFaeD, although
yielding approximately tenfold less free FA, followed the
same pattern as the two other feruloyl esterases studied.
With about 50% more FA released from the pith than
from the interface in both clones, and a twofold
higher FA release from the H58 compared to the RC,
this could be related partly to a lower lignin content
and partly to a higher extent of cellulose hydrolysis in
the respective fractions, which facilitates better enzyme
access to feruloylated xylan. The size of the feruloyl
esterases (AnFaeA 28.3 kDa [28], TsFaeC 55.3 kDa [29],
and NcFaeD: 28.6 kDa [30]) did not seem to affect the
hydroxycinnamic acid release, implying that the enzymes
were not differentially slowed down by diffusion through
the cell wall in the milled sugar cane fractions.
– pCA

Abs(315 nm) (mAU)

ferulic acid (FA) from their esters in sugar cane. The
difference in ferulic acid release between these enzymes
was in agreement with their specific activity against
methyl ferulate, an artificial substrate; the activity of the
NcFaeD preparation was three orders of magnitude lower
than that of AnFaeA and TsFaeC against methyl ferulate.
On the other hand, in contrast to the earlier reported
substrate specificities summarized by Crepin et al. [15],
only the type C feruloyl esterase was able to release
p-coumaric acid (pCA) from the natural substrate
(Figure 5 and Table 2). The low activity of NcFaeD
could indicate a different substrate preference from
that of AnFaeA, active on feruloyl esters, and TsFaeC,
capable of hydrolyzing both feruloyl and p-coumaroyl
esters. Our HPLC method was unsuitable for the detection
and separation of phenolic acid dimers; thus, we could not
confirm if phenolic acids were released only from the ester
form or also from dimeric forms of the phenolic acid. In
addition, with the currently available methods we
could only detect and quantify the release of those
hydroxycinnamic acids that are linked to biomass
through a single ester linkage: hydrolysis of hydroxycinnamoyl esters also etherifying lignin will be undetected, as
they remain linked to lignin.
When combined with cellulases and xylanases at pH 5,
AnFaeA and TsFaeC were equally efficient on all sugar
cane fractions at releasing ferulic acid (Table 2). AnFaeA
and TsFaeC released 18.3% and 20.9% of FA esters

C-X-TsFaeC

200

C-X-AnFaeA

150

C-X-NcFaeD

100

C-X

50

Substrate ref

0
0

5

10

Time (min)

Figure 5 Substrate specificity of feruloyl esterases. The HPLC chromatograms of 72-h hydrolysates of C-X (gray line) and C-X-FAE mixtures
(blue, red, and green lines for AnFaeA, TsFaeC, and NcFaeD, respectively) show the separation of p-coumaric acid and ferulic acid released during
hydrolysis of H58 pith fraction. p-Coumaric acid (pCA) eluted at 9.6 min; ferulic acid (FA) eluted at 11.0 min.
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Table 2 Phenolic acids released from sugar cane after 72 h hydrolysis
Fraction

Pith

Interface

Enzyme mix

RC

H58

pCA

FA

pCA

FA

% of pCA ester

% of FA ester

% of pCA ester

% of FA ester

Background (substrate only)

0.1

<0.1

<0.1

<0.1

C-X

1.5 ± 0.0

1.0 ± 0.3

1.0 ± 0.3

1.5 ± 1.1

C-X-AnFaeA

1.4 ± 0.3

18.3 ± 0.8

1.0 ± 0.0

46.8 ± 11.9

C-X-TsFaeC

6.7 ± 0.4

20.9 ± 0.7

5.5 ± 0.5

48.6 ± 9.9

C-X-NcFaeD

1.5 ± 0.1

2.2 ± 0.5

1.1 ± 0.2

7.0 ± 4.8

Background (substrate only)

0.3

<0.1

0.3

<0.1

C-X

1.9 ± 0.2

0.1 ± 0.2

1.6 ± 0.3

1.7 ± 0.7

C-X-AnFaeA

1.6 ± 0.1

9.7 ± 0.4

1.8 ± 0.2

34.3 ± 4.2

C-X-TsFaeC

8.8 ± 0.1

13.4 ± 0.1

8.7 ± 0.4

34.0 ± 3.6

C-X-NcFaeD

2.0 ± 0.1

1.9 ± 0.2

1.7 ± 0.1

4.1 ± 0.5

The release of phenolic acids (ferulic acid, FA, and p-coumaric acid, pCA) is expressed as percentage of phenolic acids in ester form, as the hydrolysis conditions
are too mild to cleave ether linkages. The values significantly different from the amount released by the C-X mixture are marked in bold (t-test; P < 0.01).

Of the three feruloyl esterases compared, TsFaeC was
the only esterase capable of solubilizing pCA from the
sugar cane samples. The release of pCA was in contrast
to that of FA: more pCA was solubilized from the more
recalcitrant interface (8.8% and 8.7% of pCA esters) than
from the pith fractions (6.7% and 5.5% of pCA esters
from RC and H58, respectively); however, the pCA yields
remained low (Table 2). In addition, despite the twofold
glucose yield from the interface of H58 compared to
that of RC, no difference in the pCA release could be
observed between the two clones (Figure 1 and
Table 2). As compared to the hydrolysis of feruloyl
esters, that of p-coumaroyl esters was hindered, and the
accessibility of p-coumaroyl esters seemed independent of
cellulose hydrolysis. This suggests that p-coumaric acid
might have been released from esters formed with
lignin rather than xylan. In fact, approximately 20%
more p-coumaroyl esters were hydrolyzed from the
pith of RC with higher lignin content (17.2% of DW)
than from that of the low-lignin-containing clone H58
(12.6% of DW). Recently, TsFaeC has been shown to
hydrolyze acetyl groups of milled wood lignin, supporting
the promiscuity of TsFaeC [31].
Lignin is considered as one of the major factors
hindering hydrolysis of lignocellulosic materials. Being
attached to the carbohydrate fraction through esterifying
hydroxycinnamic acid residues such as ferulic acid
and p-coumaric acid, lignin potentially forms a physical
barrier to enzymes, and impedance of hydrolysis
would increase along with conversion of biomass due to
accumulation of lignin. Supplementing enzyme cocktails
with feruloyl esterases could potentially unzip lignin off
the polysaccharide matrix, which hence could become
more accessible to glycoside hydrolases. However, despite
the extensive release of phenolic acids from sugar cane

(34.0% of FA esters and 8.7% of pCA esters from H58
interface with TsFaeC), the tested feruloyl esterases
had little effect on substrate accessibility in natural
(non-pretreated) sugar cane fractions (Table 2 and
Figure 6). Only TsFaeC, releasing both FA and pCA,
increased cellulose hydrolysis significantly in the RC
interface (t-test: P < 0.03 up to 8 h; P = 0.052 at
24 h). Supplementing any of the three feruloyl esterases
tested resulted in no significant increase in glucose release
during hydrolysis of the three other fractions at a 10%
significance level (Figure 6). In the fractions of H58, the
effect of feruloyl esterases was insignificant compared to
the large variation in the samples. Therefore, it seems that
removal of ferulic acid substitutions on the arabinoxylan
did not affect the access of the cellulases to their site
of action, signifying that the substitution pattern of
feruloylation is not so dense as to form a “pseudo lignin,”
entrapping the cellulases. The lack of increase in cellulose
degradation could also indicate that, despite phenolic acid
substitution, TrCel7B and TmXyn10A were capable of
fragmenting xylans that may limit access to cellulose
microfibrils.
Similarly, a moderate improvement in xylose release
could be observed only from the interface fraction of
RC (Figure 6). It is likely that, despite the removal of
hydroxycinnamoyl groups from arabinosyl groups, the
arabinosylation of the xylan backbone remained to
hinder monomerization of arabinoxylan to xylose. Xylose
release increased significantly only by TsFaeC (t-test:
P < 0.03 up to 24 h; P < 0.10 for 48 to 72 h), which
indicates that solubilization of hydroxycinnamoyl groups
from xylan or xylooligosaccharides enhanced saccharification of xylan to xylose monomers. Despite the similar efficiency of AnFaeA and TsFaeC in solubilizing ferulic acid,
TsFaeC seemed more effective in increasing saccharification
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Figure 6 The effect of FAE supplementation on the hydrolysis yield of glucose and xylose from sugar cane. Glucose (A) and xylose
(B) release from the pith and interface fractions of RC and H58 sugar cane clones after 4-h hydrolysis with the enzyme mixtures C, C-X, C-X-AnFaeA,
C-X-TsFaeC, C-X-NcFaeD, and C-X-AXE.

of cellulose and xylan than AnFaeA, which also removes
diferulates [15]. A plausible explanation for this could be
that, unlike AnFaeA, TsFaeC can access and remove feruloyl
groups that are associated to the lignin. This in turn
would allow better access of α-arabinofuranosidase
and then xylanase to further degrade the xylan backbone.
Hydrolysis of diferulate may not sufficiently open up the
cell wall structure or remove the substitutions, and thus
the overall effectiveness may be compromised in the case
of AnFaeA. The solubilization of hydroxycinnamic acids
seemed to be more effective from the interface as
compared to the pith in RC, despite the lower yield of FA
in the outer region. In fact, in contrast with the FA yield,
the pCA release with TsFaeC was more substantial
from the interface than from the pith of the RC, suggesting
the significance of removal of potentially lignin-linked
p-coumaroyl groups for increased substrate accessibility.

fractions. FA release was higher from the less recalcitrant
clone (H58)/fraction (pith), whereas more pCA was
released from the clone (RC)/fraction (interface) with
higher lignin content. In addition, compositional analysis
of the four fractions revealed that p-coumaroyl content
correlated with lignin, while feruloyl content correlated
with arabinose content, suggesting differences in the
esterification patterns of these two hydroxycinnamic acids.
In sugar cane, feruloyl groups may also be more likely to
decorate xylan, while p-coumaroyl groups decorate lignin,
as in other grass species. The hydrolysis data suggest that
TsFaeC was able to release p-coumaroyl groups associated
with the lignin. Despite the extensive release of phenolic
acids, feruloyl esterases only moderately promoted
enzyme access to cellulose or xylan.

Materials and methods
Substrates

Conclusions
Hydrolyzability of the two innermost (pith and pith-rind
interface) fractions of two sugar cane clones with different
lignin content were studied by supplementing cellulases
with xylanases and esterases. Acetyl xylan esterase TrAXE
enhanced accessibility and hydrolysis of cellulose and
xylan by cellulases and xylanases in all four fractions.
However, the effect of feruloyl esterases was less clear.
The three feruloyl esterases, types A, C, and D, had
distinct product profiles on non-pretreated sugar cane
substrate, indicating that sugar cane could function as a
possible natural substrate for FAE activity measurements.
Of the three feruloyl esterases tested, only the type C
TsFaeC released pCA, while the type A AnFaeA and type
C TsFaeC released FA from both pith and interface

Two sugar cane clones, a wildly grown sugar cane cultivar
(reference cultivar, RC) and a hybrid plant with reduced
lignin content (hybrid 58, H58), were selected as described in Masarin et al. [16]. The plants used in the
present work were harvested in 2011 and kept frozen
prior to sample preparation. The internodes of the
frozen sugar cane stalks were sliced and fractionated
to outermost fraction, rind, pith-rind interface (interface for short), and pith as described earlier [3] (see
fractionation also in Additional file 1: Figure S1). Sucrose
was extracted with hot water using a Soxhlet extractor
until the sucrose level in the eluent gave a negative color
result in a phenol/sulfuric acid assay [32]. After drying at
room temperature, the fractions were milled in a knife
mill (mesh 20).
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Enzymes

The cellobiohydrolases TrCel7A and TrCel6A and the
endoglucanases TrCel5A and TrCel7B from Trichoderma
reesei were purified according to Suurnäkki et al. [33], and
the β-glucosidase AnCel3A from Aspergillus niger according
to Sipos et al. [34]. The endoxylanase TmXyn10A from
Thermotoga maritima and β-xylosidase BpXyn43 from
Bacillus pumilus were purchased from Megazyme
International (Bray, Republic of Ireland), and the acetyl
xylan esterase TrAXE of carbohydrate esterase family CE5
from Trichoderma reesei was purified according to
Sundberg and Poutanen [35]. The feruloyl esterase
from Aspergillus niger (AnFaeA) was expressed in
yeast and freeze-dried [28]. The esterases from Talaromyces
stipitatus (TsFaeC) and from Neurospora crassa (NcFaeD)
were a kind gift from Biocatalysts Ltd (Cardiff, Wales), and
were produced as previously described [29,30]. The
activities of the enzyme preparations were 18 U/mg
(AnFaeA), 4.25 U/mg (TsFaeC), and 0.005 U/mg (NcFaeD)
against methyl ferulate (3-methoxy-4-hydroxycinnamic
acid). The enzymes were resuspended in 50 mM sodium
citrate buffer (pH 5.0) prior to hydrolysis.
Enzymatic hydrolysis

The internal fractions, pith and pith-rind interface, of the
two sugar cane clones (RC and H58) were hydrolyzed with
mixtures of purified enzymes composed of cellulases,
cellulases and xylanases, or cellulases and xylanases
supplemented by either acetyl xylan esterase (AXE) or one
of the feruloyl esterases (AnFaeA, TsFaeC, or NcFaeD).
The cellulase mixture (C) was composed of purified
cellulases TrCel7A, TrCel6A, TrCel5A, and TrCel7B
in a ratio 60:20:10:10 at an overall protein dosage of
5 mg/g DW, which was supplemented with β-glucosidase
AnCel3A at 10.0 IU/g DW. The cellulase-xylanase
mixture (C-X) consisted of the cellulase mixture,
supplemented with the endoxylanase TmXyn10A at
0.25 mg/g DW and β-xylosidase BpXyn43 at 10 IU/g DW
dosage. The C-X mixture was further supplemented
with 0.25 mg/g DW acetyl xylan esterase (C-X-AXE),
AnFaeA (C-X-FaeA), TsFaeC (C-X-FaeC), or NcFaeD
(C-X-FaeD). The hydrolysis was carried out in closed
15-mL Falcon tubes in triplicates in 5 mL total volume
containing 2% substrate (20 mg dry substrate per mL)
suspended in 50 mM sodium citrate buffer with the
pH adjusted to 5.0, in a 45°C water bath shaken at
100 rpm. Samples (500-μL aliquots each) were taken
with cut pipette tips after 4, 8, 24, 48, and 72 h. For
measuring the background, the substrate was incubated
without enzymes for 72 h. All samples were boiled
for 10 min to inactivate enzymes, and centrifuged at
7,800 g for 5 min to separate substrate residues; the
supernatants were collected and kept frozen prior to
further analysis.
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Analysis of composition of substrates and hydrolysis
products

The composition of sugar cane fractions was analyzed as
described earlier [16,36]. Substrates were subjected to 72%
(w/V) sulfuric acid at 30°C for 1 h, then diluted to a final
acid concentration of 3% (w/V) and autoclaved at 121°C for
1 h [36]. Sugars (cellobiose, glucose, xylose, and arabinose)
and acetic acid released during acid or enzymatic hydrolysis
were separated and quantified using a Waters high
performance ion exclusion liquid chromatography
(HPLC) system with an Aminex HPX-87H column
(Bio-Rad, Hercules, CA, USA) equipped with a pre-column,
Waters column heater module (equilibrated at 45°C),
Waters 1515 isocratic HPLC pump, and Waters 2414
refractive index detector (temperature 35°C) with 5 mM
H2SO4 eluent and 0.6 mL/min eluent flow [36]. To determine the hydroxycinnamic groups in the substrates, the pith
and interface fractions were subjected to mild (hydrolyzing
only ester linkages) and severe alkali extraction (hydrolyzing
both ester and ether linkages of hydroxycinnamic acids) as
described by Masarin et al. [16]. Hydroxycinnamic acids
(or phenolic acids) solubilized from substrates by alkali
extraction or enzymatically in hydrolysis experiments were
identified and quantified using ÄKTA Purifier block
(GE Healthcare Life Sciences, Piscataway, NJ, USA) high
performance liquid chromatography (HPLC) with a
ThermoScientific ODS Hypersil column (SN:0980915U)
equipped with a P-900 pump unit and UV-900 multiple
wavelength monitoring unit, using freshly prepared
acetonitrile:water (1:4) eluent containing 1% (V/V) acetic
acid at 0.8 mL/min flow rate [16].

Additional file
Additional file 1: Figure S1. Preparation of sugar cane fractions from
sugar cane internodes. The sugar cane internodes were peeled to
remove epidermis (A), then divided into three concentric layers, rind,
pith-rind interface, and pith (B), moving inwards from the outer epidermis
layer, as described earlier by Costa et al. [3]. The separated fractions are
shown below.
Abbreviations
AXE: acetyl xylan esterase; DW: dry weight; FA: ferulic acid; FAE: feruloyl
esterase; HPLC: high performance ion exclusion liquid chromatography;
pCA: p-coumaric acid; RC: reference cultivar.
Competing interests
The authors declare that they have no competing interests.
Authors’ contributions
AV, CBF, AMFM, MS, and AF designed the experiments. AV and THC
performed the experiments and analyzed the data. All authors discussed the
results and implications and commented on the manuscript at all stages.
All authors read and approved the final manuscript.
Acknowledgement
We thank José Moreira da Silva at USP for his excellent and patient technical
assistance. The work was carried out as a short-term scientific mission funded
by the BIOREGS Graduate School for Biomass Refining. This work was a part

Várnai et al. Biotechnology for Biofuels 2014, 7:153
http://www.biotechnologyforbiofuels.com/content/7/1/153

of the SugarTech project, funded by Tekes - the Finnish Funding Agency
for Technology and Innovation, Finland. FAPESP grants under contracts
08/56256-5 and 11/50535-2 supported the experimental work in Brazil.
Author details
1
Department of Chemistry, Biotechnology and Food Science, Norwegian
University of Life Sciences, P.O. Box 5003, N-1432, Aas, Norway. 2VTT
Technical Research Centre of Finland, P.O. Box 1000, Espoo 02044 VTT,
Finland. 3Department of Food and Environmental Sciences, University of
Helsinki, P.O. Box 27, Helsinki 00014, Finland. 4Departamento de
Biotecnologia, Escola de Engenharia de Lorena, Universidade de São Paulo,
12602-810 Lorena, SP, Brasil. 5INRA, UMR 1163 Biodiversité et Biotechnologie
Fongiques (BBF), POLYTECH, Aix Marseille Université, 163 avenue de Luminy,
13288 Marseille, Cedex 09, France. 6Aix-Marseille Université, INRA, BBF UMR_A
1163, 163 avenue de Luminy, 13288 Marseille, cedex 09, France.
Received: 21 July 2014 Accepted: 30 September 2014

References
1. UNICADATA: The Database of the Brazilian Sugarcane Industry
Association. [http://www.unicadata.com.br/index.php?idioma=2]
2. Goldemberg J: The Brazilian biofuels industry. Biotechnol Biofuels 2008, 1:6.
3. Costa THF, Masarin F, Bonifácio TO, Milagres AMF, Ferraz A: The enzymatic
recalcitrance of internodes of sugar cane hybrids with contrasting lignin
contents. Ind Crop Prod 2013, 51:202–211.
4. Kudakasseril Kurian J, Raveendran Nair G, Hussain A, Vijaya Raghavan GS:
Feedstocks, logistics and pre-treatment processes for sustainable
lignocellulosic biorefineries: A comprehensive review. Renew Sust
Energ Rev 2013, 25:205–219.
5. Somerville C, Bauer S, Brininstool G, Facette M, Hamann T, Milne J, Osborne E,
Paredez A, Persson S, Raab T, Vorwerk S, Youngs H: Toward a systems
approach to understanding plant cell walls. Science 2004, 306:2206–2211.
6. Sanjuán R, Anzaldo J, Vargas J, Turrado J, Patt R: Morphological and
chemical composition of pith and fibers from Mexican sugarcane
bagasse. Holz Roh Werkst 2001, 59:447–450.
7. Iiyama K, Lam TBT, Stone BA: Phenolic acid bridges between
polysaccharides and lignin in wheat internodes. Phytochemistry 1990,
29:733–737.
8. Lam TBT, Iiyama K, Stone BA: Determination of etherified hydroxycinnamic
acids in cell walls of grasses. Phytochemistry 1994, 36:773–775.
9. Hatfield RD, Ralph J, Grabber JH: Cell wall cross-linking by ferulates and
diferulates in grasses. J Sci Food Agric 1999, 79:403–407.
10. Tabka MG, Herpoël-Gimbert I, Monod F, Asther M, Sigoillot JC: Enzymatic
saccharification of wheat straw for bioethanol production by a
combined cellulase xylanase and feruloyl esterase treatment. Enzym
Microb Technol 2006, 39:897–902.
11. Selig MJ, Knoshaug EP, Adney WS, Himmel ME, Decker SR: Synergistic
enhancement of cellobiohydrolase performance on pretreated corn
stover by addition of xylanase and esterase activities. Bioresour Technol
2008, 99:4997–5005.
12. Biely P, Vrsanska M, Tenkanen M, Kluepfel D: Endo-beta-1,4-xylanase
families: differences in catalytic properties. J Biotechnol 1997, 57:151–166.
13. Henrissat B, Davies G: Structural and sequence-based classification of
glycoside hydrolases. Curr Opin Struct Biol 1997, 7:637–644.
14. Zhang J, Tuomainen P, Siika-Aho M, Viikari L: Comparison of the synergistic
action of two thermostable xylanases from GH families 10 and 11 with
thermostable cellulases in lignocellulose hydrolysis. Bioresour Technol
2011, 102:9090–9095.
15. Crepin VF, Faulds CB, Connerton IF: Functional classification of the
microbial feruloyl esterases. Appl Microbiol Biotechnol 2004, 63:647–652.
16. Masarin F, Gurpilhares DB, Baffa DC, Barbosa MH, Carvalho W, Ferraz A,
Milagres AM: Chemical composition and enzymatic digestibility of
sugarcane clones selected for varied lignin content. Biotechnol Biofuels
2011, 4:55.
17. Xu F, Sun R-C, Sun J-X, Liu C-F, He B-H, Fan J-S: Determination of cell wall
ferulic and p-coumaric acids in sugarcane bagasse. Anal Chim Acta 2005,
552:207–217.
18. Ralph J, Hatfield RD, Quideau S, Helm RF, Grabber JH, Jung H-JG: Pathway
of p-coumaric acid incorporation into maize lignin as revealed by NMR.
J Am Chem Soc 1994, 116:9448–9456.

Page 11 of 11

19. Withers S, Lu F, Kim H, Zhu Y, Ralph J, Wilkerson CG: Identification of
grass-specific enzyme that acylates monolignols with p-coumarate. J Biol
Chem 2012, 287:8347–8355.
20. Biely P, Vršanská M, Claeyssens M: The endo-1,4-β-glucanase I from
Trichoderma reesei. Eur J Biochem 1991, 200:157–163.
21. Várnai A, Huikko L, Pere J, Siika-aho M, Viikari L: Synergistic action of
xylanase and mannanase improves the total hydrolysis of softwood.
Bioresour Technol 2011, 102:9096–9104.
22. Suh J-H, Choi Y-J: Synergism among endo-xylanase, β-xylosidase, and
acetyl xylan esterase from Bacillus stearothermophilus. J Microbiol
Biotechnol 1996, 6:173–178.
23. Biely P, MacKenzie CR, Puls J, Schneider H: Cooperativity of esterases and
xylanases in the enzymatic degradation of acetyl xylan. Nat Biotech 1986,
4:731–733.
24. Pell G, Szabo L, Charnock SJ, Xie H, Gloster TM, Davies GJ, Gilbert HJ:
Structural and biochemical analysis of Cellvibrio japonicus xylanase 10C:
how variation in substrate-binding cleft influences the catalytic profile of
family GH-10 xylanases. J Biol Chem 2004, 279:11777–11788.
25. Tenkanen M, Makkonen M, Perttula M, Viikari L, Teleman A: Action of
Trichoderma reesei mannanase on galactoglucomannan in pine kraft
pulp. J Biotechnol 1997, 57:191–204.
26. Qing Q, Yang B, Wyman CE: Xylooligomers are strong inhibitors of
cellulose hydrolysis by enzymes. Bioresour Technol 2010, 101:9624–9630.
27. Faulds CB, Mandalari G, Lo Curto RB, Bisignano G, Christakopoulos P,
Waldron KW: Synergy between xylanases from glycoside hydrolase family
10 and family 11 and a feruloyl esterase in the release of phenolic acids
from cereal arabinoxylan. Appl Microbiol Biotechnol 2006, 71:622–629.
28. Juge N, Williamson G, Puigserver A, Cummings NJ, Connerton IF, Faulds CB:
High-level production of recombinant Aspergillus niger cinnamoyl
esterase (FAEA) in the methylotrophic yeast Pichia pastoris. FEMS Yeast
Res 2001, 1:127–132.
29. Crepin VF, Faulds CB, Connerton IF: Production and characterization of the
Talaromyces stipitatus feruloyl esterase FAEC in Pichia pastoris:
identification of the nucleophilic serine. Protein Expr Purif 2003,
29:176–184.
30. Crepin VF, Faulds CB, Connerton IF: Identification of a type-D feruloyl
esterase from Neurospora crassa. Appl Microbiol Biotechnol 2004,
63:567–570.
31. Pérez-Boada M, Prieto A, Prinsen P, Forquin-Gomez MP, Del Río JC,
Gutiérrez A, Martínez AT, Faulds CB: Enzymatic degradation of Elephant
grass (Pennisetum purpureum) stems: influence of the pith and bark in
the total hydrolysis. Bioresour Technol 2014, 167C:469–475.
32. DuBois M, Gilles KA, Hamilton JK, Rebers PA, Smith F: Colorimetric method
for determination of sugars and related substances. Anal Chem 1956,
28:350–356.
33. Suurnäkki A, Tenkanen M, Siika-aho M, Niku-Paavola ML, Viikari L, Buchert J:
Trichoderma reesei cellulases and their core domains in the hydrolysis
and modification of chemical pulp. Cellulose 2000, 7:189–209.
34. Sipos B, Benkő Z, Dienes D, Réczey K, Viikari L, Siika-aho M: Characterisation
of specific activities and hydrolytic properties of cell-wall-degrading
enzymes produced by Trichoderma reesei Rut C30 on different carbon
sources. Appl Biochem Biotechnol 2010, 161:347–364.
35. Sundberg M, Poutanen K: Purification and properties of two acetylxylan
esterases of Trichoderma reesei. Biotechnol Appl Biochem 1991, 13:1–11.
36. Ferraz A, Baeza J, Rodriguez J, Freer J: Estimating the chemical
composition of biodegraded pine and eucalyptus wood by DRIFT
spectroscopy and multivariate analysis. Bioresour Technol 2000,
74:201–212.
doi:10.1186/s13068-014-0153-3
Cite this article as: Várnai et al.: Effects of enzymatic removal of plant
cell wall acylation (acetylation, p-coumaroylation, and feruloylation) on
accessibility of cellulose and xylan in natural (non-pretreated) sugar
cane fractions. Biotechnology for Biofuels 2014 7:153.

